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Abstract 21 

Polar cod (Boreogadus saida) has been used as a model Arctic species for hazard assessment of 22 

environmental stressors such as polycyclic aromatic hydrocarbons (PAHs). However, most of the PAH 23 

studies using polar cod rely on targeted biomarker-based analysis thus may not adequately address the 24 

complexity of the toxic mechanisms of the stressors. The present study was performed to develop a 25 

broad-content transcriptomic platform for polar cod and apply it for understanding the toxic mechanisms 26 
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of a model PAH, benzo(a)pyrene (BaP). Hepatic transcriptional analysis using a combination of high-27 

density polar cod oligonucleotide microarray and quantitative real-time RT-PCR was conducted to 28 

characterize the stress responses in polar cod after 14d repeated dietary exposure to 0.4 (Low) and 20.3 29 

µg/g fish/feeding (High) BaP. Bile metabolic analysis was performed to identify the storage of a key 30 

BaP hepatic biotransformation product, 3-hydroxybenzo(a)pyrene (3-OH-BaP). The results clearly 31 

showed that 3-OH-BaP was detected in the bile of polar cod after both Low and High BaP exposure. 32 

Dose-dependent hepatic stress responses were identified, with Low BaP suppressing genes involved in 33 

the defense mechanisms and High BaP inducing genes associated with these pathways. The results 34 

suggested that activation of the aryl hydrocarbon receptor signaling, induction of oxidative stress, DNA 35 

damage and apoptosis were the common modes of action (MoA) of BaP between polar cod or other 36 

vertebrates, whereas induction of protein degradation and disturbance of mitochondrial functions were 37 

proposed as novel MoAs. Furthermore, conceptual toxicity pathways were proposed for BaP-mediated 38 

effects in Arctic fish. The present study has for the first time reported a transcriptome-wide analysis 39 

using a polar cod-specific microarray and suggested novel MoAs of BaP. The analytical tools, 40 

bioinformatics solutions and mechanistic knowledge generated by this study may facilitate 41 

mechanistically-based hazard assessment of environmental stressors in the Arctic using this important 42 

fish as a model species. 43 

 44 
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1. Introduction 50 

Climate change in combination with anthropogenic activities have brought new challenges to the Arctic 51 

ecosystems. Elevated levels of persistent organic pollutants (POPs) and hydrocarbons are found in the 52 
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Arctic due to river discharges, freshwater run-off from melting sea-ice, oil and gas exploration, and 53 

maritime shipping (Macdonald et al., 2005; Harsem et al., 2011; Smith and Stephenson, 2013). Increased 54 

contamination may thus pose risk to living organisms in the Arctic. Polar cod (Boreogadus saida) is a 55 

keystone fish species in the Arctic marine ecosystem due to its abundance, pan-Arctic distribution and 56 

central role in the food web (Bradstreet and Cross, 1982; Hop and Gjosaeter, 2013). In the past decade, 57 

polar cod has been extensively studied with regards to its sensitivity toward petroleum related 58 

contaminants (Geraudie et al., 2014; Bender et al., 2016; Nahrgang et al., 2016; Vieweg et al., 2018) 59 

and considered as an Arctic indicator species for environmental monitoring (Nahrgang et al., 2009; 60 

Jonsson et al., 2010; Nahrgang et al., 2010a; Nahrgang et al., 2010b).  61 

Benzo(a)pyrene (BaP) is a five-ring polycyclic aromatic hydrocarbon (PAH) that has been widely 62 

used as a prototypical compound for understanding the effects and modes of action (MoAs) of PAHs 63 

(Collins et al., 1991). It is a highly toxic chemical to many organisms and classified as one of the priority 64 

pollutants by U.S. Environmental Protection Agency (https://www.epa.gov/eg/toxic-and-priority-65 

pollutants-under-clean-water-act). The toxicity of BaP in mammals and several fish species has been 66 

extensively studied, including developmental toxicity, reproductive toxicity, immunotoxicity and 67 

carcinogenicity (Carlson et al., 2004; Busquet et al., 2007; Yuen et al., 2007; Seemann et al., 2015; EPA, 68 

2017). The main MoAs of BaP are well characterized in model vertebrates, with activation of the aryl 69 

hydrocarbon receptor (AhR) leading to genotoxicity being the most commonly recognized MoA. Other 70 

known MoAs include modulation of hormone receptor signaling pathways, induction of oxidative stress, 71 

DNA damage, apoptosis and immunosuppression (Carlson et al., 2004; EPA, 2017). It has been widely 72 

recognized that the compound itself has relatively low toxicity, whereas its primary and secondary 73 

metabolites generated by biotransformation are highly genotoxic. Phase I biotransformation of BaP is 74 

mediated by cytochrome P450 (CYP) enzymes and produces highly reactive metabolic intermediates, 75 

such as 3-hydroxybenzo(a)pyrene (3-OH-BaP) (Zhu et al., 2008; Rey-Salgueiro et al., 2011) and BaP-76 

quinones (BPQs). The 3-OH-BaP metabolite can covalently bind to DNA and protein, and form harmful 77 

adducts (Godschalk et al., 2000; Tzekova et al., 2004; Marie-Desvergne et al., 2010), while BPQs 78 

undergo one electron redox cycling and subsequently lead to formation of reactive oxygen species (ROS) 79 

through Fenton type reactions (Lorentzen and Ts'o, 1977; Flowers et al., 1997). Phase II 80 

https://www.epa.gov/eg/toxic-and-priority-pollutants-under-clean-water-act
https://www.epa.gov/eg/toxic-and-priority-pollutants-under-clean-water-act
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biotransformation is mediated by epoxide hydrolases which convert the metabolic intermediates of BaP 81 

to diol epoxide derivatives, such as benzo(a)pyrene-7,8-dihydrodiol-9,10-epoxide (BPDE) (Karle et al., 82 

2004), an ultimate form of BaP metabolite and a potent mutagen which can bind to the exocyclic amino 83 

group of purines or guanine nucleobases in DNA and form BPDE-DNA adducts (reviewed in Shimada 84 

and Fujii-Kuriyama (2004)). In fish, most of the BaP metabolites are produced in the liver, secreted into 85 

the bile, concentrated in the gallbladder, and excreted into the intestine (Ferreira et al., 2006; Zhu et al., 86 

2008; Rey-Salgueiro et al., 2011). The bile concentrations of BaP metabolites thus have been widely 87 

used as indicators of BaP exposure and biotransformation in fish (Meador et al., 1995; Moller et al., 88 

2014; Baali et al., 2016; Kammann et al., 2017). 89 

 Although the mechanistic understanding of BaP biotransformation and toxicity is relatively abundant 90 

for several model vertebrates, knowledge is limited for non-model but ecologically important Arctic 91 

species. Current approaches for understanding the effects of BaP and other PAHs on Arctic fish are 92 

mainly biomarker-based, such as that using the cytochrome P450 genes/enzymes as indicators of AhR 93 

activation, and antioxidant enzymes as markers for oxidative stress (Nahrgang et al., 2009; Nahrgang et 94 

al., 2010b; Nahrgang et al., 2010c; Vieweg et al., 2017). Although the main MoAs of BaP can be 95 

captured using such approaches, the mechanistic knowledge gained is restricted to a few pre-defined 96 

toxicological functions being studied. Development and application of broad-content tools such as 97 

transcriptomics and other toxicogenomic (OMIC) tools are thus increasingly implemented in un-biased 98 

characterization of toxicity mechanisms, identifying relevant MoA and link these to adverse effects 99 

relevant for successful survival, development and reproduction of keystone species. Such hypothesis-100 

generating tools can thus be key to developing suitable biomarkers for environmental monitoring 101 

purposes, hazard and risk assessment for Artic species.  102 

The present study addresses this issue specifically by developing and evaluating the performance of 103 

a custom high-density (180,000 features) oligonucleotide microarray by characterizing the hepatic 104 

transcriptomic responses in polar cod after dietary exposure to two doses of BaP. The main objectives 105 

were to: 1) develop a polar cod transcriptomics (analytical and bioinformatics) platform for 106 

ecotoxicological studies; 2) characterize the MoAs of BaP in polar cod based on global transcriptional 107 

responses; 3) investigate the biotransformation of BaP in polar cod based on the bile concentrations of 108 
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3-OH-BaP; and 4) propose a set of toxicity pathways relevant to understand the potential hazards of 109 

PAHs to Arctic fish. 110 

 111 

 112 

2. Materials and Methods 113 

2.1 Field sampling and maintenance 114 

Polar cod were caught with a Campelen bottom trawl on board R/V Helmer Hanssen in Svalbard waters 115 

(78°N). The samples were transported to the marine biological station of the UiT-The Arctic University 116 

of Norway in Kårvika and maintained in 300 L holding tanks with running seawater at 3°C and constant 117 

dimmed light until the exposure experiment. During acclimation, polar cod were fed three times weekly 118 

ad libidum with frozen Calanus spp. (Calanus AS, Tromsø). 119 

 120 

2.2 Experimental design, feed preparation and exposure 121 

The experimental design consisted in force-feeding adult polar cod for 14 days and three times weekly, 122 

to 2 doses of dietary BaP (Sigma-Aldrich, St. Louis, USA) and the solvent (acetone) control. The feed 123 

preparation consisted in the addition of BaP from a stock solution (10 mg BaP/mL acetone) to thawed 124 

Calanus spp., to yield final doses of either 0, 10 or 480 µg BaP per g feed (final acetone concentration: 125 

50 µL/g feed) for Control, Low and High BaP, respectively. The doses to each fish were chosen to be 126 

in the range of those used in the study by Wu et al. (2003) in which alterations of biomarkers at the 127 

cellular and physiological levels were identified. In addition, water (200 µL/g feed) was added to the 128 

preparation to adjust the consistency of the feed for the force-feeding. All feed preparations were then 129 

stirred for 2.5 hours at approximately 50°C to remove acetone. Finally, 1mL Luer-lok™ syringes 130 

(Becton, Dickinson and Company, Franklin Lakes, USA) were filled with 0.5 g of the feed and frozen 131 

at -80°C until exposure started.   132 

Polar cod (n=30, total length 13.2 ± 1.2 cm, total weight 13.2 ± 3.8 g) were weighed and transferred 133 

to three experimental tanks (300 L). Fish were force-fed 0.5 g feed, corresponding to 4 ± 1 % body 134 
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weight and final doses of 0, 0.4 ± 0.16 and 20.3 ± 5.6 µg BaP per g fish. The feeding took maximum 20 135 

sec. and each fish was observed for 3 minutes upon feeding to control for regurgitation. Force-feeding 136 

was repeated 6 times until final sampling on the 12th of January 2013. Experimental condition 137 

(photoperiod and water temperature) were the same as during acclimation. Oxygen levels were daily 138 

measured and stayed above 90% saturation. 139 

Polar cod were sampled at exposure start (holding tanks, n=10) and after 14 days of exposure (n=10 140 

per treatment). Sampling occurred three days following the last feeding event to ensure accumulation of 141 

bile. Total length (cm), total, somatic (g, without guts, liver and gonads), gonad and liver weight (g) 142 

were recorded. Liver and bile were sampled, snap frozen in liquid nitrogen and stored at -80°C for 143 

further analyses. Hepatosomatic index (HSI) and gonadosomatic index (GSI) were determined by the 144 

following equations: 145 

 146 

GSI (%) = gonad weight/somatic weight × 100                                                                                 Eq (1) 147 

HSI (%) = liver weight/somatic weight × 100                                                                                   Eq (2) 148 

 149 

2.3 Measurement of BaP metabolite 150 

One of the most abundant BaP metabolites, 3-OH-BaP, was measured in the bile of each individual 151 

polar cod. Preparation of hydrolysed bile samples was performed as described in Krahn et al. (1992). 152 

Briefly, bile (1-20 µL) was mixed with an internal standard (triphenylamine) and diluted with 153 

demineralised water (10-50 µL) and hydrolysed with -glucuronidasearylsulphatase (20 µL, 1 h at 154 

37C). Methanol (75-200 µL) was added and the sample was mixed thoroughly before centrifugation. 155 

The supernatant was then transferred to vials and analysed. High pressure liquid chromatography 156 

(Waters 2695 Separations Module) was used to separate 3-OH-BaP in a Waters PAH C18 column (4.6 157 

×250 mm, 5 µm particle size). The mobile phase consisted of a gradient from 40:60 158 

acetonitrile:ammonium acetate (0.05 M, pH 4.1) to 100 % acetonitrile at a flow of 1 mL/min, and the 159 

column was heated to 35°C. A 2475 Fluorescence detector measured fluorescence at the optimum for 160 

each analyte (excitation/emissions: 380/430). A total of 25 µL extract was injected for each analysis. 161 
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The results were calculated by use of the internal standard method (Grung et al., 2009). The calibration 162 

standards utilized were obtained from Chiron AS, Trondheim, Norway, and were in the range 0.2-200 163 

ng/g. Some gallbladder samples were too small to allow the extraction of enough material and ensure 164 

data quality. In this case, samples were removed from the dataset. The final number of samples analysed 165 

per treatment is presented in Table 1. 166 

 167 

2.4 Transcriptional analyses 168 

A combination of optimizing RNA isolation procedures, performing RNA sequencing of pooled RNA 169 

for de novo (multi-tissue) transcriptome assembly, developing an oligo nucleotide array (microarray) 170 

for global transcriptomics analysis and identifying suitable biomarker genes for qPCR and developing 171 

a suitable bioinformatics pipeline, were performed to provide a suite of tools for rapid, cost-efficient, 172 

and reliable characterization of transcriptional responses in polar cod. 173 

 174 

2.4.1 RNA isolation 175 

Total RNA was extracted from 20-30 mg frozen liver tissues from each individual fish using RNeasy 176 

Plus Mini Kit (Qiagen, Hilden, Germany), as previously described (Song et al., 2014). The RNA yield 177 

(>2 µg) and purity (260/280 >1.8, 260/230>2) was measured using Nanodrop® spectrophotometer ND-178 

1000 (Nanodrop Technologies, Wilminton, Delaware, USA). The RNA integrity (RIN>8) was assessed 179 

using Agilent Bioanalyzer RNA 6000 Nano chips (Agilent technologies, Santa Clara, California, USA).  180 

 181 

2.4.2 RNA sequencing and microarray design 182 

RNA from various tissues (muscle, liver, heart, gills, brain, and spleen) were sampled from a separate 183 

fish group, snap frozen in liquid N2, subjected to RNA extraction and RNA quality control as previously 184 

described (see 2.4.1). Pooled RNA from different tissues were subjected to poly(A)(+) mRNA 185 

enrichment by Oligo(dT), RNA fragmentation, cDNA synthesis by reverse transcriptase using random 186 
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hexamer, cDNA size selection, PCR amplification and RNA deep sequencing by Illumina HiSeq 2000 187 

by Beijing Genome Institute (BGI, Hong Kong, China). De novo transcriptome assembly of resulting 188 

68 million raw reads yielded 82,900 consensus sequences (Unigenes) that were separated into 21,463 189 

distinct clusters (nt size>300 nucleotides) and 61,437 singletons (nt size>200 nucleotides). A total of 190 

53,812 Unigenes were successfully mapped to other fish species and multiple functional categories 191 

annotated into COG and GO classifications. Where possible, protein coding regions (CDS) were 192 

predicted by blasting the sequences against protein databases (BlastX and ESTScan) and RNA sequence 193 

translated into an amino acid sequences. Of the total transcripts obtained, 82,000 sequences with 194 

annotations (approx. 50,000 CDS) yielded high-quality probes that were randomly positioned on a 195 

180,000 feature, 60-mere oligo nucleotide array (in duplicate) using Agilent Earray 196 

(https://earray.chem.agilent.com/earray). The resulting custom microarray was manufactured by Agilent. 197 

The detailed descriptions of the RNA sequencing, annotation and microarray design can be found in 198 

Appendix A. 199 

     200 

2.4.3 Microarray analysis 201 

Microarray gene expression analysis was conducted using 50 ng hepatic total RNA (n=4) according to 202 

the “Agilent One-Color Microarray-Based Gene Expression Analysis (v6.5)” protocol, as previously 203 

described (Song et al., 2016). The raw data was extracted using the Feature Extraction software v10.7 204 

(Agilent), and corrected for background signal, flagged for low quality/missing features, normalized 205 

(quantile method) and log2 transformed using GeneSpring GX v11.0 (Agilent). One-way analysis of 206 

variance (ANOVA) followed by Tukey posthoc test was used to determine differentially expressed 207 

genes (DEGs) by comparing the exposed groups to the control. The Benjamin Hochberg (BH) multiple 208 

testing correction was applied to the statistical analysis to eliminate false positives (adjusted p-value 209 

<0.05). 210 

To understand the functions of the DEGs, gene ontology (GO) functional enrichment analysis was 211 

performed using the Cytoscape v2.8 application Bingo v2.4. A hypergeometric test in combination with 212 

BH multiple testing correction was used to identify overrepresented GO functions (adjusted p-value 213 

https://earray.chem.agilent.com/earray
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<0.05). The polar cod DEGs were further mapped to the orthologs of model organisms, including human 214 

(Homo sapiens), mouse (Mus musculus), common rat (Rattus norvegicus), zebrafish (Danio rerio) and 215 

Atlantic cod (Gadus morhua) using a two-pass BLAST approach implemented in Inparanoid 7 (Ostlund 216 

et al., 2010), as previously described (Song et al., 2014). The mapped ortholog DEGs were used for gene 217 

network and pathway analyses (Fisher's exact test, p-value <0.05) for species such as humans, mouse 218 

and rat, as well as supported orthology functionality for species such as zebrafish in Ingenuity Pathway 219 

Analysis (IPA, Ingenuity®Systems, www.ingenuity.com). No multiple testing correction was applied to 220 

the ortholog-based functional analyses to avoid loss of significant biological information. The enriched 221 

pathways were anchored to existing knowledge on the MoAs of BaP in fish and mammals to avoid false-222 

positive conclusions. Venn diagram analysis was performed using Venny 223 

(bioinfogp.cnb.csic.es/tools/venny/).  224 

 225 

2.4.4 Quantitative real-time RT-PCR 226 

To measure a selection of biomarker gene responses and validate the microarray results, quantitative 227 

real-time reverse transcription polymerase chain reaction (qPCR) was conducted as previously described. 228 

The qPCR assay was run using the BioRad CFX384 platform, as previously described (Song et al., 229 

2016). Briefly, 2 μg hepatic total RNA (identical as used for microarray analysis) was reversely 230 

transcribed to complementary DNA (cDNA) using the High Capacity cDNA Archive Kit (Applied 231 

Biosystems, Foster City, California, USA). The cDNA template (n=5) was then amplified in technical 232 

duplicates using the PerfeCTa® SYBR® Green FastMix® (Quanta BioSciencesTM, Gaithersburg, MD, 233 

USA) in combination with 400 nM forward/reverse primers (Invitrogen™,Carlsbad, USA) in a 20 μL 234 

reaction. The primers were designed using Primer3 v0.4.0 (frodo.wi.mit.edu/primer3), purchased from 235 

Invitrogen™ (Carlsbad, USA) and optimized for annealing temperatures (Table A1). Standard curves 236 

were generated for each gene using pooled cDNA from all test samples to calculate amplification 237 

efficiencies (90%-105%). Non-template controls (NTCs) and no-reverse-transcriptase controls (NRCs) 238 

were also included in the qPCR reactions for quality assurance. The relative expression of target genes 239 

were calculated based on the quantification cycle (Cq) values using the Pfaffl Method (Pfaffl, 2001) and 240 

http://www.ingenuity.com/
http://frodo.wi.mit.edu/primer3
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normalized to the geometric mean expression of three housekeeping genes using the ΔΔCq method 241 

(Vandesompele et al., 2002). The relative expression of target genes in the exposed groups were further 242 

normalized to that in the control group to calculate fold changes (FC). Prior to statistical analysis using 243 

Graphpad Prism v5.0 (Graphpad Software, Inc., San Diego, CA, USA), the normalized data was checked 244 

for outliers using Grubb’s test (Grubbs, 1950). One-way ANOVA in combination with Tukey posthoc 245 

test was used to determine the statistical difference between the exposure groups when the assumptions 246 

of normality and equal variance were met. Otherwise, Kruskal-Wallis non-parametric test followed by 247 

a Dunn’s post-hoc test was used. 248 

 249 

 250 

3. Results 251 

3.1 Exposure and chemistry 252 

Polar cod were exposed to 0 (Control), 0.4 ± 0.16 (Low) and 20.3 ± 5.6 µg (High) BaP per g fish, 253 

respectively. The concentrations of BaP metabolites (1.54 ± 0.96 and 120.3 ± 64.70 µg BaP per g bile 254 

in Low and High groups, respectively) measured in bile after 2 weeks of exposure were in accordance 255 

with the ingested doses (Table 1).  256 

The sizes of the exposed fish were similar across the groups and in gonadal maturing stages with 257 

high GSI, except for one female in the high treatment (2.1%). Length, weight, GSI, and HSI were not 258 

significantly different between treatments and gender. The sex ratio in the experimental tanks was 259 

unbalanced, with majority of males in the Control and High BaP groups. 260 

 261 

Table 1. Overview of benzo(a)pyrene (BaP) doses in prepared feed and received by polar cod, concentration of 3-OH-BaP metabolites in bile 262 

as well as morphometric (total length, weight, sex ratio, GSI, and HSI) of analyzed samples (n=10). Data is presented as mean and standard 263 

deviation. LOD is below limits of analytical detection. Numbers in parentheses are n samples when different from 10. 264 

Exposure 

duration 

(week) 

Treatment N 
BaP dose in 

feed 

BaP dose in fish per 

feeding 
3-OH-BaP 

Total 

length 

Total 

weight 
Sex ratio GSI HSI 

   µg/g µg/ fish µg/ g fish µg/ g bile cm g Male:Female % % 
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0 Control 10    <LOD (6) 12.5 ± 1.3 11.1 ± 3.1 8:2 
16.4 ± 

6.1 

6.6 ± 

1.8 

2 Control 10 0 0 0 <LOD (8) 12.9 ± 0.8 12.7 ± 2.4 9:1 
18.9 ± 

5.2 

7.1 ± 

2.3 

2 Low 10 10 5 0.4 ± 0.16 
1.54 ± 0.96 

(7) 
13.4 ± 1.4 14.2 ± 4.9 5:5 

17.0 ± 

7.7 

6.9 ± 

2.2 

2 High 10 480 240 20.3 ± 5.6 
120.3 ± 

64.70 (7) 
13.2 ± 1.3 12.7 ± 1.3 7:3 

14.9 ± 

4.8 

7.6 ± 

1.8 

 265 

3.2 Transcriptomic responses 266 

3.2.1 Differentially expressed genes 267 

The microarray analysis identified a total of 747 (246 up- and 501 down-regulated) and 2190 (1453 up- 268 

and 737 down-regulated) DEGs after dietary exposure to Low and High BaP, respectively (Appendix B, 269 

Table A1). Among these, 232 DEGs were commonly regulated by Low and High BaP, whereas the 270 

majority was dose-specific (Figure 1).  271 

 272 

 273 

Figure 1. Differentially expressed genes (DEGs) in the liver (n=4) of polar cod (Boreogadus saida) after 14d repeated dietary exposure to 0.4 274 

(Low) and 20.3 ug/g fish (High) benzo(a)pyrene (BaP).  275 

 276 

3.2.2 Gene ontology enrichment 277 

Gene ontology analysis showed that a total 107 and 309 GO terms were overrepresented after exposure 278 

to Low and High BaP, respectively (Appendix B, Table A2). Twenty-five GO functions were commonly 279 

affected by both Low and High dose BaP, whereas the majority was dose-specific (Figure 2A). Exposure 280 

to Low BaP mainly affected DEGs involved in biological processes such as transmembrane transport, 281 
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DNA repair and amino acids metabolism, whereas exposure to High BaP affected DEGs associated with 282 

apoptosis, macromolecule metabolism, immune response, regulation of catabolic processes, cell cycle 283 

regulation and DNA repair and transmembrane transport (Figure 2B). In terms of molecular functions, 284 

Low BaP caused transcriptional responses associated with transferase activity, oxidoreductase activity, 285 

hydrolase activity, transporter activity, antioxidant activity and hormone receptor binding processes, 286 

whereas High BaP exposure led to differential gene expression linked to extracellular receptor binding, 287 

peptide activity, antioxidant activity and oxidoreductase activity (Figure 2C). Low BaP regulated genes 288 

mainly involved in cellular components such as electron transport chain and ATP synthase and 289 

mitochondrial membrane, whereas High BaP affected genes involved in the cell membrane, nucleus and 290 

proteosome (Figure 2D). Several GO terms such as oxidoreductase activity, cell redox homeostasis and 291 

antioxidant activity were identified to be commonly regulated by both Low and High BaP.  292 

 293 

 294 

Figure 2. Overrepresented gene ontology (GO) functions that were affected in the liver (n=4) of polar cod (Boreogadus saida) after 14d repeated 295 

dietary exposure to 0.4 (Low) and 20.3 ug/g fish (High) benzo(a)pyrene (BaP). A: Venn diagram analysis of common and unique GO functions; 296 

B: Overrepresented biological processes; C: Overrepresented molecular functions; D: Overrepresented cellular components. 297 

 298 

3.2.3 Pathway analysis 299 
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The ortholog mapping showed that 41.8% (Low) and 32.6% (High) of the polar cod DEGs had orthologs 300 

in the model organisms used in IPA (Appendix B, Table A3). Enrichment analysis  using ortholog DEGs 301 

showed that Low BaP uniquely affected DEGs related to 2 toxicity endpoints such as CAR/RXR 302 

activation, High BaP uniquely affected DEGs related to 23 toxicity endpoints such as AhR signaling, 303 

mitochondrial membrane potential, oxidative stress responses, lipid metabolism and liver damage 304 

(Appendix B, Table A4). Both Low and High BaP commonly affected DEGs involved in mitochondrial 305 

dysfunction (Figure 3). 306 

  307 

 308 

Figure 3. A selection of toxicity lists that were enriched by differentially expressed genes in the liver (n=4) of polar cod (Boreogadus saida) 309 

after 14d repeated dietary exposure to 0.4 (Low) and 20.3 ug/g fish (High) benzo(a)pyrene (BaP).  310 

 311 

The ortholog DEGs were further mapped to the curated mammalian canonical pathways in IPA to get 312 

more mechanistic insight into the toxicity of BaP. The results clearly showed that the majority of the 313 

enriched canonical pathways were dose-specific, with Low BaP uniquely affected 7 pathways mainly 314 

related to immune response and endocrine regulation, High BaP uniquely affected 60 pathways mainly 315 

related to biotransformation, oxidative stress response, apoptosis, protein degradation, lipid metabolism, 316 

immune response and endocrine regulation (Appendix B, Figure A5). Both Low and High BaP exposure 317 

commonly affected 3 pathways mainly related to mitochondrial dysfunction. A selection of 318 

toxicologically relevant canonical pathways and associated DEGs is listed in Table 2. 319 

 320 
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Table 2. A selection of toxicologically relevant canonical pathways that were affected in the liver (n=4) of polar cod (Boreogadus saida) after 321 

14d repeated dietary exposure to 0.4 (Low) and 20.3 ug/g fish (High) benzo(a)pyrene (BaP). The full gene names can be found in Appendix B 322 

(Table A3). ↑: up-reguation; ↓: down-regulation. 323 

Functional category Canonical Pathways p-value 

Pathway 

coverage 

Supporting differentially expressed genes 

Low     

Oxidative 

phosphorylation/Apoptosis 

Mitochondrial dysfunction 5.75E-05 5% 

ndufa10↓, atp5f1↓, psenen↓, atp5l↓, 

ndufa6↓, glrx2↓, atp5a1↓, cox6c↓, atp5g3↓ 

Immune response Lipid antigen presentation by CD1 2.29E-02 8% ap2a2↓, ap2m1↓ 

Endocrine regulation Estrogen receptor signaling 2.95E-02 3% g6pc3↓, med10↓, polr2g↓, taf11↓ 

High     

Biotransformation Xenobiotic metabolism signaling 2.14E-04 5% 

mapk14↓, abcc2↑, cyp1a1↑, map3k12↓, 

cyp3a4↑, camk1d↓, prkcd↑, ugt2b15↑, 

hs6st2↑, gstp1↑, map3k4↑, hsp90aa1↑, 

keap1↑, cyp1b1↑, rbx1↑ 

Biotransformation Aryl hydrocarbon receptor signaling 4.37E-03 5% 

faslg↓, nfix↓, cyp1a1↑, ccna2↓, gstp1↑, 

hsp90aa1↑, nedd8↑, cyp1b1↑ 

Antioxidant defence 

NRF2-mediated oxidative stress 

response 

1.58E-04 6% 

prkcd↑, mapk14↑, abcc2↑, usp14↑, cbr1↑,  

txn↑, sod1↑, gstp1↑, prdx1↑, keap1↑, rbx1↑, 

dnajb14↑ 

Antioxidant defence Glutathione redox reactions II 7.94E-03 25% glrx↑, txndc12↑ 

Antioxidant defence Thioredoxin pathway 4.07E-04 33% txn↑, txnrd2↑, txnrd3↑ 

Antioxidant defence Antioxidant action of vitamin C 8.91E-04 7% 

mapk14↑, glrx↓, txn↑, plce1↓, plcl2↓, 

txnrd2↑, pla2g3↑, txnrd3↑ 

Apoptosis Apoptosis signaling 4.90E-03 7% 

capn3↑, faslg↓, capn1↑, casp9↑, casp3↑, 

sptan1↑ 

Apoptosis Death receptor signaling 5.75E-03 6% 

tiparp↑, cflar↑, faslg↓, casp9↑, casp3↑, 

sptan1↑ 

Oxidative 

phosphorylation/Apoptosis 

Mitochondrial dysfunction 1.23E-04 6% 

ndufb6↑, cyb5a↑, psenen↑, glrx2↑, casp9↑,  

atp5a1↑, casp3↑, txnrd2↑, prdx3↑, fis1↑, 

cox6c↑, atp5g3↑ 

Protein degradation/Post-

translational modification 

Protein ubiquitination pathway 2.00E-21 13% 

psmb1↑, psma2↑, psmb3↑, psmc4↑, psmb5↑, 

psmb6↑, psmd7↑, psmd10↑, psmd12↑, 

psmd14↑, dnajc2↑, hspa4l↑, usp5↑,  

hsp90aa1↑, dnajb14↑, usp14↑, ube2v1↑, 

uchl3↑, psmd13↑, rbx1↑, usp33 
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Lipid metabolism PPARα/RXRα activation 4.47E-02 4% 

mapk14↑, ap2a2↓, lpl↓, adipor2↓, plce1↓, 

plcl2↓, hsp90aa1↑ 

Immune response Antigen presentation pathway 2.82E-02 8% psmb6↑, hla-doa↑, psmb5↑ 

Endocrine regulation Androgen signaling 3.63E-02 4% 

shbg↑, prkcd↑, gnb5↑, polr2j↑, polr2g↑, 

hsp90aa1↑ 

 324 

3.3 Biomarker gene responses 325 

No significant difference in expression was found for the reference genes tested between Low and High 326 

BaP. The qPCR results clearly showed that for the 18 genes representative of different toxicological 327 

functions, the transcriptional responses were in general consistent between that measured using qPCR 328 

and microarray (Figure 4).  329 
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 330 

Figure 4. Biomarker gene responses in the liver (n=5) of polar cod (Boreogadus saida) after 14d repeated dietary exposure to 0.4 (Low) and 331 

20.3 ug/g fish (High) benzo(a)pyrene (BaP), measured by quantitative real-time RT-PCR and microarray. Ahr2: aryl hydrocarbon receptor 2; 332 

ahrr: aryl-hydrocarbon receptor repressor; cyp1a1: cytochrome P450 family 1 subfamily A member 1; cyp1b1: cytochrome P450 family 1 333 

subfamily B member 1; nfe2l1: nuclear factor erythroid 2-like 1; gstp1: glutathione S-transferase P; txn: thioredoxin; prdx1: peroxiredoxin 1; 334 

casp3: caspase 3; casp9: caspase 9; bax: apoptosis regulator BAX; rad51: RAD51 recombinase; cdc50c: cell cycle control protein 50C; atp5a1: 335 

ATP synthase F1 subunit alpha; cox6c: cytochrome c oxidase subunit Vic; ubp14: ubiquitin carboxyl-terminal hydrolase 14; sult1st3: 336 

sulfotransferase family 1 cytosolic sulfotransferase 3; gat2: solute carrier family 6 member 13. a: not significantly different from the 337 

corresponding control (either qPCR or microarray); b: significantly different from the corresponding control (either qPCR or microarray); c: 338 

significantly different from Low BaP treatment (either qPCR or microarray). 339 

 340 
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 341 

4. Discussion 342 

As an Arctic keystone species, polar cod is an indicator species for ecosystem health in the Arctic, 343 

notably in relation to aquatic pollution. The present study thus used polar cod as a representative Arctic 344 

fish species to study the molecular responses and to characterize the toxic MoAs of the model PAH, 345 

BaP. Benzo(a)pyrene is an extensively studied toxicant in vertebrates and is considered a model 346 

compound for PAHs due to its well-characterized MoA and well-documented adverse effects in 347 

temperate fish (EPA, 2017). The levels of BaP in the feed used in the present study were chosen to 348 

mimic that found in mussels from contaminated areas (Olenycz et al., 2015) and were in the range of 349 

that used in other dietary exposure studies with different fish species (Wu et al., 2003; Au et al., 2004; 350 

Costa et al., 2011). However, these levels are in the high end of those likely encountered in many Arctic 351 

species such as polar cod, as these Arctic fish species feed on pelagic zooplankton from relatively 352 

pristine environments. Nevertheless, the stress responses to BaP and a range of other pollutants at the 353 

molecular level are poorly characterized in this Arctic fish, and effort to characterize the global 354 

transcriptional responses to this pyrogenic PAH is thus the first in its kind. Although an earlier effort 355 

has been made to characterize the transcriptomic response in polar cod after crude oil exposure and 356 

under elevated temperature, the analytical tool used in this study was indeed an Atlantic cod (Gadus 357 

morhua) microarray, and the results obtained were based on cross-hybridization between the two fish 358 

species (Andersen et al., 2015). The novel polar cod microarray used in this study was developed based 359 

on the polar cod-specific sequences, and displayed good reproducibility across biological replicates and 360 

coverage of genes in the stress-responsive transcriptome of polar cod. Although a number of DEGs were 361 

excluded in the functional analysis due to limitations in ortholog mapping (e.g. peroxisome proliferator-362 

activated receptor gamma/ppar-g), the results generated provided substantial knowledge on known and 363 

novel toxicity mechanisms of BaP which will be discussed in detail below. 364 

 365 

4.1 Aryl hydrocarbon receptor signaling and biotransformation 366 
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It is well known that PAHs such as BaP can bind to the AhR and trigger phase I and phase II 367 

biotransformation in fish (Hahn, 1998; Karchner et al., 2005). Biotransformation, in many cases, is 368 

beneficial for detoxification and rapid elimination of xenobiotic substances. However, evidence from 369 

multiple species has demonstrated that several BaP metabolites such as 3-OH-BaP, BPQs and BPDE 370 

are more toxic than the parent compound and are directly associated with the genotoxicity of BaP 371 

(Lorentzen and Ts'o, 1977; Flowers et al., 1997; Godschalk et al., 2000; Tzekova et al., 2004; Marie-372 

Desvergne et al., 2010). In the present study, the polar cod ahr2 gene and its transcriptional regulator, 373 

AhR repressor (ahrr) were up-regulated by exposure to High BaP treatment, indicating activation of the 374 

AhR signaling pathway. The ahr2 gene, encoding for the ligand-activated transcription factor involved 375 

in regulation of biological responses to PAHs, polychlorinated biphenyls (PCBs), 2,3,7,8-376 

tetrachlorodibenzo-p-dioxin (TCDD) and polychlorinated diphenylsulfides (Roy et al., 2018; Zhang et 377 

al., 2018), is involved in a number of toxicity pathways associated with xenobiotic metabolism, 378 

mitochondrial dysfunction, cardiovascular abnormality, hepatic injury and DNA methylation inhibition 379 

in fish (Du et al., 2017; Knecht et al., 2017; Roy et al., 2018). The ahrr gene encodes a protein, which 380 

competes with the binding site of the AhR and suppresses the receptor signaling through a negative 381 

feedback mechanism (Evans et al., 2008). The induction of ahrr in this study may indicate demand for 382 

compensatory response to hyperactivation of the AhR by BaP. In addition, functional analyses in the 383 

present study suggest that besides activation of the AhR, the AhR-mediated xenobiotic metabolism 384 

pathways were activated. Differentially expressed genes involved in phase I biotransformation, such as 385 

cytochrome p450 1a1 (cyp1a1), cyp1b1, and phase II biotransformation, such as glutathione s-386 

transferase p (gstp1) (Sarasquete and Segner, 2000; Schlenk et al., 2008) were up-regulated by exposure 387 

to High BaP. Induction of cyp1a1 and gst has previously been observed in polar cod after exposure to 388 

6.6-378 µg/kg (16h-7d) BaP (Nahrgang et al., 2009) and petroleum related mixtures (Nahrgang et al., 389 

2010c; Vieweg et al., 2018). Genes involved in the AhR signaling and biotransformation pathways, such 390 

as cyp1a, cyp1b1 and gst were also induced in zebrafish larvae after 96h exposure to 42±1.9 mg/l BaP 391 

(Fang et al., 2015). Induction of cyp1b1 has also been reported in zebrafish (Danio rerio) after 24h 392 

injection with 1 mg/kg BaP (Bugiak and Weber, 2009) and after 96h waterborne exposure to 50 μg/L 393 

BaP (Corrales et al., 2014), in rainbow trout (Oncorhynchus mykiss) after 14d injection with 100 mg/kg 394 



19 
 

BaP (Phalen et al., 2017), and channel catfish (Ictalurus punctatus) after 4d injection with 20 mg/kg 395 

BaP (Willett et al., 2006). In addition to up-regulation of genes involved in the biotransformation 396 

processes, increase in the bile 3-OH-BaP concentration suggest that biotransformation was indeed 397 

causing potentially toxic metabolites as observed in other fish species (Rey-Salgueiro et al., 2011; 398 

Moller et al., 2014). On the contrary, no genes related to the AhR signaling were differentially expressed 399 

in polar cod after exposure to Low BaP in this study, albeit detectable concentration of 3-OH-BaP was 400 

identified in the bile after 14d exposure. Moreover, sulfotransferase family 1 cytosolic sulfotransferase 401 

3 (sult1st3), a gene involved in the CAR/RXR-mediated phase II biotransformation of PAH metabolic 402 

intermediates (Falany and Wilborn, 1994; Glatt, 2000; Meland et al., 2011), was up-regulated by Low 403 

BaP. These findings taken together suggested that either a dose threshold was required for BaP to induce 404 

AhR-mediated biotransformation in this Arctic species as seen for dioxin-like compounds (Hailey et al., 405 

2005), or an alternative xenobiotic metabolic pathway was induced to transform BaP at this low 406 

exposure dose. 407 

 408 

4.2 Oxidative stress  409 

Induction of oxidative stress is considered a major MoA of BaP. Biotransformation of BaP by CYP 410 

isozymes and peroxidases may generate highly reactive intermediates, such as BPQs which may produce 411 

ROS through participation in the one electron redox cycling and induce oxidative stress (Lorentzen and 412 

Ts'o, 1977; Flowers et al., 1997). Induction of antioxidant (AOX) biomarkers as indication of oxidative 413 

stress has been documented in a number of fish species after exposure to BaP (Nahrgang et al., 2009; 414 

Curtis et al., 2011; Palanikumar et al., 2012). Results from the present study also suggest that both Low 415 

and High BaP exposure modulated oxidative stress responses in polar cod, however, through different 416 

mechanisms. Exposure to Low BaP affected DEGs involved in several GO functions related to oxidative 417 

stress responses, such as AOX activity, thioredoxin-disulfide reductase activity and cellular redox 418 

homeostasis. Supporting DEGs, such as thioredoxin domain-containing protein 12 (txndc12) and 419 

thioredoxin reductase 3 (txnrd3) were mainly related to the thioredoxin-mediated AOX defense (Arner 420 

and Holmgren, 2000) and found to be down-regulated after exposure to Low BaP, possibly indicating 421 
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reduced demand for antioxidant (AOX) enzymes. It is not clear how the AOX defense mechanism in 422 

polar cod was suppressed by Low BaP. However, reduction in AOX enzymes, such as glutathione 423 

peroxidase (gpx) and catalase (cat), has been associated with decreased endogenous ROS production as 424 

a result of reduced metabolic activities in fish (Janssens et al., 2000). It is therefore possible that in 425 

response to Low BaP exposure, the metabolic (and AOX) levels were reduced to avoid massive 426 

production of endogenous ROS. In contrast to Low BaP, exposure to High BaP induced multiple types 427 

of AOX pathways in polar cod, such as NRF2-mediated oxidative stress response (transcriptional 428 

regulation of AOX), glutathione redox reaction 2 (enzymatic AOX), thioredoxin pathway (enzymatic 429 

AOX) and antioxidant action of vitamin C (non-enzymatic AOX), thus indicating BaP-induced 430 

oxidative stress. Supporting DEGs such as nuclear factor erythroid 2-like 1 (nfe2l1), a sensor of 431 

oxidative stress and master transcription regulator of AOX (Kaspar et al., 2009), and kelch-like ech-432 

associated protein 1 (keap1), the dimerization partner of nfe2 (Kobayashi and Yamamoto, 2005), were 433 

up-regulated, indicating the initiation of upstream transcriptional regulation in response to oxidative 434 

stress. Downstream AOX DEGs widely used as oxidative stress biomarkers, such as superoxide 435 

dismutase (sod1), thioredoxin (txn), and peroxiredoxin 1 (prdx1) (Arner and Holmgren, 2000; 436 

Valavanidis et al., 2006; Birben et al., 2012) were also up-regulated, indicating demand for increased 437 

AOX capacity. These transcriptional responses collectively suggested that exposure to High BaP caused 438 

excessive ROS production which likely overwhelmed the AOX cellular defense. This is confirmed by 439 

up-regulation of AOX genes such as sod, cat and gpx in Polar cod after exposure to 6.6-378 µg/kg (16h-440 

4d) BaP (Nahrgang et al., 2009) and BaP-containing petroleum products (Nahrgang et al., 2010b; 441 

Nahrgang et al., 2010c; Vieweg et al., 2017). Induction of key genes involved in the NRF2-mediated 442 

oxidative stress response pathway, such as nuclear factor erythroid 2-like 2b (nfe2l2b), and glutathione-443 

mediated detoxification pathway, such as gst has been documented in zebrafish larvae after 96h 444 

waterborne exposure to 42±1.9 mg/l BaP (Fang et al., 2015).  445 

 446 

4.3 DNA damage 447 
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DNA damage is considered another major MoA of BaP. Metabolism of BaP can lead to the generation 448 

genotoxic metabolites, such as BPDE (Karle et al., 2004) which can directly distort the structure of DNA 449 

by forming harmful BPDE-DNA adducts (Kucab et al., 2015; Long et al., 2016), thus causing 450 

genotoxicity in fish (Nishimoto and Varanasi, 1985; Smolarek et al., 1987; Dolcetti et al., 2002). Other 451 

reactive intermediates, such as 3-OH-BaP (Zhu et al., 2008; Rey-Salgueiro et al., 2011) has been 452 

strongly correlated with formation of DNA and haemoglobin adducts in mammals (Godschalk et al., 453 

2000; Tzekova et al., 2004; Marie-Desvergne et al., 2010). In addition, metabolic intermediates such as 454 

BPQs may also indirectly cause DNA damage through ROS (Regoli et al., 2003; Srut et al., 2015). 455 

Results from the present study clearly showed that the bile 3-OH-BaP was detected in polar cod in a 456 

dose-dependent manner, indicating an increased potential for formation of DNA adducts and associated 457 

DNA damage in the fish. Transcriptomic analysis further revealed that exposure to both Low and High 458 

BaP affected DEGs caused molecular responses related to DNA damage in polar cod, however, in 459 

different manners. Exposure to Low BaP mainly caused down-regulation of DEGs involved in DNA 460 

ligation during base-excision repair, such as high-mobility group protein B2 (hmgb2b), a key gene 461 

involved in DNA transcription, recombination, and repair in fish (Moleri et al., 2011). Similar to the 462 

down-regulation of AOX genes found in this study, the suppression of DNA repair genes may likely 463 

indicate reduced demand for DNA damage responses, possibly due to the suppression of oxidative stress 464 

as a result of reduced metabolic activities and ROS formation. On the contrary, exposure to High BaP 465 

led to up-regulation of DEGs mainly involved in the cell division regulation, such as  cell division 466 

control protein 42 (cdc42-cell cycle control), cdc50c (cell cycle control) (Langerak and Russell, 2011), 467 

and DNA excision repair, such as UV excision repair protein RAD23 homolog A (rad23a-nucleotide 468 

excision repair) (Dantuma et al., 2009). Surprisingly, no genes associated with DNA double-strand break 469 

(DSB) repair, such as RAD51 recombinase (rad51), were differentially expressed, possibly suggesting 470 

that the BaP-induced DNA damage did not sufficiently cause DSB in this study. Benzo(a)pyrene-471 

mediated DNA damage has been documented in polar cod after chronic (4-week) exposure to BaP-472 

containing crude oil (Nahrgang et al., 2010b), and in several other fish species, such as zebrafish (Srut 473 

et al., 2015), Chinese rare minnow (Gobiocypris Rarus) (Yuan et al., 2017), European eel (Anguilla 474 

anguilla) (Nigro et al., 2002) and the Atlantic Killifish (Fundulus heteroclitus) (Wills et al., 2010). 475 
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 476 

4.4 Mitochondrial dysfunction 477 

One of the novel findings was that exposure to BaP modulated genes involved in the mitochondrial 478 

electron transport chain (ETC) functions in a dose-dependent manner. Exposure to PAHs is known to 479 

cause mitochondrial dysfunction in higher vertebrates (Zhu et al., 1995; Li et al., 2003; Ko et al., 2004; 480 

Xia et al., 2004; Bansal et al., 2014). However, the mitochondrial toxicity of PAHs has not been well 481 

studied in fish. It is widely known that the mitochondrial ETC is a key component of the oxidative 482 

phosphorylation (OXPHOS) machinery and vital for ATP synthesis, antioxidant defense and apoptosis 483 

(Richter et al., 1996; Brookes et al., 2002; Orrenius, 2007; Hoye et al., 2008). Results from the present 484 

study clearly showed that both Low and High BaP affected the same targets (i.e. protein complex I, IV, 485 

V) in the mitochondrial ETC in polar cod, however, by different mechanisms. Exposure to Low BaP 486 

uniformly suppressed DEGs involved in the ETC, such as ndufa6 and ndufa10 (ETC complex I), cox6c 487 

(complex IV), atp5a1, atp5f1, atp5l and atp5g3 (complex V), likely due to the demand for reduced 488 

production of endogenous ROS by mitochondrial OXPHOS (Murphy, 2009). On the contrary, exposure 489 

to High BaP uniformly up-regulated DEGs in the ETC, such as ndufb6 (complex I), cox6c (complex 490 

IV), atp5a1 and atp5g3 (complex V). The toxicity mechanisms of BaP in the mitochondria of polar cod 491 

has not been well studied and is also poorly characterized in other vertebrates (Venkatraman et al., 2008; 492 

Du et al., 2015). However, since the mitochondrial ETC is a major source of endogenous ROS (Murphy, 493 

2009), the dose-dependent effects observed in this study may likely be due to that polar cod suppressed 494 

the ETC activities to reduce ROS formation under Low BaP stress, whereas elevated the ETC activity 495 

due to higher demand for ATP-dependent defense mechanisms (Song et al., 2016; Blajszczak and Bonini, 496 

2017) under High BaP stress. It is also possible that exposure to High BaP impaired the functions of 497 

ETC complexes by oxidative damages, which in turn facilitated the production of ROS in the 498 

mitochondria due to abnormal redox reactions (Blajszczak and Bonini, 2017). Moreover, studies on the 499 

mammalian models suggest that AhR may interact with the mitochondrial ETC, especially protein 500 

complex V and cause mitochondrial ETC dysfunction (Tappenden et al., 2011; Hwang et al., 2016). In 501 

fish, only one recent study has reported increased complex I and complex IV activities, and proton leak 502 
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on the mitochondrial membrane in the Atlantic killifish (Fundulus heteroclitus) after 24h exposure to 503 

50 mg/kg BaP (Du et al., 2015), which partially supports the current findings. 504 

 505 

4.5 Apoptosis 506 

Apoptotic cell death is normally activated as a consequence of oxidative stress, DNA damage, or 507 

mitochondrial dysfunction to eliminate damaged cells and avoid mutation (Elmore, 2007). Exposure to 508 

BaP is known to induce apoptosis as an MoA in various fish species, such as tilapia (Oreochromis 509 

niloticus) (Holladay et al., 1998), Chinese rare minnow (Yuan et al., 2017) and zebrafish (Gao et al., 510 

2015). The present transcriptional analysis also showed that two key DEGs involved in the regulation 511 

of apoptosis, caspase 9 (casp9, initiator of apoptosis) and caspase 3 (cap3, the executor of apoptosis) 512 

(Takle and Andersen, 2007) were up-regulated by exposure to High BaP (but not Low BaP), indicating 513 

potential activation of caspase-dependent apoptotic signaling. It is however not clear which type of 514 

apoptotic signaling pathway (i.e. intrinsic/mitochondrial or extrinsic/death receptor pathway) was 515 

involved in the activation of the caspases, as none of the upstream genes in the intrinsic apoptotic 516 

signaling, such as apoptosis regulator BAX (intrinsic apoptosis activator) or B-cell lymphoma 2 (Bcl-2, 517 

intrinsic apoptosis inhibitor) were differentially expressed, whereas several DEGs involved in the 518 

extrinsic apoptotic signaling, such as Fas ligand (faslg), and CASP8 and FADD like apoptosis regulator 519 

(cflar) (Jin and El-Deiry, 2005) were found to be suppressed by exposure to High BaP. Although 520 

previous studies suggest that exposure to BaP may up-regulate caspases through activation of the 521 

intrinsic apoptotic signaling both in vivo (Zha et al., 2017) and in vitro (Kobayashi and Yamamoto, 2005; 522 

Santacroce et al., 2015), the detailed mechanisms involved in the activation of caspase-dependent 523 

apoptotic signaling by BaP still remain to be better characterized in polar cod. 524 

 525 

4.6 Protein degradation 526 

Protein degradation is usually accompanied with oxidation of macromolecules and apoptosis to 527 

eliminate damaged proteins or regulatory proteins involved in a variety of toxicological processes 528 
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(Hershko and Ciechanover, 1998; Aiken et al., 2011; Ulrich, 2012). Stress-induced protein degradation 529 

has been extensively studied in mammals under disease situations (Lecker et al., 2006; Reinstein and 530 

Ciechanover, 2006). However, this type of stress response has only been occasionally reported in 531 

wildlife. Another novel finding in the present study was that both Low and High BaP exposure affected 532 

DEGs involved in protein degradation in polar cod, however, in different manners. Exposure to Low 533 

BaP caused down-regulation of DEGs related to proteasome activities, such as proteasome subunit alpha 534 

type 1 (psma1), 4 (psma4) and 7 (psma7). The mechanism underlying this suppressive regulation is 535 

unclear, albeit a recent study on zebrafish also showed that a gene involved in protein ubiquitination, 536 

ubiquitin carboxy-terminal hydrolase L1 (uchl1), was down-regulated after 230d exposure to 5 and 50 537 

nmol/L BaP (Gao et al., 2015). In contrast, exposure to High BaP consistently up-regulated DEGs 538 

involved in the protein ubiquitination pathway, such as ubiquitin carboxyl-terminal hydrolase 5 (usp5), 539 

14 (usp14), ubiquitin-conjugating enzyme E2 variant 1 (ube2v1), ubiquitin carboxyl-terminal hydrolase 540 

isozyme L3 (uchl3), heat shock protein 90 alpha (hsp90aa1) and ten psma genes. These genes play 541 

important roles in different steps of protein ubiquitination, such as ubiquitin-protein conjugation and 542 

proteasomal degradation of target protein (Hershko and Ciechanover, 1998; Flick and Kaiser, 2012). 543 

The induction of protein ubiquitination genes clearly indicated that exposure to High BaP activated the 544 

protein degradation machinery in polar cod.  545 

 546 

4.7 Other potential mechanisms 547 

Hormone receptor signaling 548 

Benzo(a)pyrene is proposed to act as an endocrine disruptor in several organisms (Tian et al., 2013; 549 

Kennedy and Smyth, 2015; Wen and Pan, 2015; Regnault et al., 2016). The present study showed that 550 

exposure to Low BaP consistently suppressed DEGs involved in the estrogen receptor (ER) signaling 551 

pathway, such as glucose-6-phosphatase catalytic subunit 3 (g6pc3), mediator complex subunit 10 552 

(med10), RNA polymerase II subunit G (polr2g) and TATA-box binding protein associated factor 11 553 

(taf11). These DEGs, however, were not the core regulator genes (e.g. ERα or ERβ) in the ER signaling, 554 

but more generally involved in RNA polymerase II-mediated transcription regulation (Salgado et al., 555 
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2004; Meka et al., 2005; Robinson et al., 2005; Just et al., 2016). It was therefore not entirely clear 556 

whether the ER signaling in polar cod was inhibited by exposure to Low BaP, albeit the previous studies 557 

on cross-talks between the AhR and ER pathways suggest that activated AhR may inhibit ER activity 558 

through various mechanisms in mammals (Matthews and Gustafsson, 2006; Helle et al., 2016) and fish 559 

(Bemanian et al., 2004; Yan et al., 2012; Hultman et al., 2015). In comparison with Low BaP, exposure 560 

to High BaP up-regulated DEGs involved in the androgen signaling pathway, such as sex hormone 561 

binding globulin (shbg), protein kinase C delta (prkcd), G protein subunit beta 5 (gnb5), heat shock 562 

protein 90 alpha family class A member 1 (hsp90aa1), polr2g and polr2j. Genes such as shbg, prkcd and 563 

gnb5 are involved in the nongenomic actions of androgens (Foradori et al., 2008; Bobe et al., 2010), 564 

whereas polr2g and polr2j are generally involved in RNA polymerase II-mediated transcription 565 

regulation (Meka et al., 2005). The hsp90aa1 gene is also involved in various biological processes, such 566 

as protein stabilization, protein degradation, hypoxic response and regulation of androgen receptor (AR) 567 

signaling (Roberts et al., 2010; De Leon et al., 2011). The evidence taken together suggests that the 568 

androgen signaling pathway in polar cod may be a target for BaP exposure, albeit the mechanism does 569 

not involve modulating the expression of AR itself. This assumption was contradictory to the previous 570 

findings from the mammalian studies where AhR agonists such as BaP are usually anti-androgenic (Kizu 571 

et al., 2003; Okamura et al., 2004), and thus suggest more in-depth studies to clarify the role of BaP or 572 

its metabolites on androgen signaling in polar cod. 573 

 574 

Immune functions 575 

A number of studies suggest that BaP can modulate immune functions in vertebrates (reviewed in EPA 576 

(2017)). In this study, exposure to Low BaP in general down-regulated DEGs involved in lipid antigen 577 

presentation, such as adaptor related protein complex 2 alpha 2 subunit (ap2a2) and adaptor related 578 

protein complex 2 mu 1 subunit (ap2m1). Benzo(a)pyrene has been shown to inhibit cluster of 579 

differentiation 1 (CD1) protein-mediated lipid antigen presentation in human dendritic cells (Sharma et 580 

al., 2017). In fish, however, this inhibitory effect has not been well documented. On the contrary, 581 

exposure to High BaP up-regulated DEGs involved in the antigen presentation pathway, such as major 582 

histocompatibility complex class II DO alpha (hla-doa) and two protein degradation associated psmb 583 
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genes (psmb5 and psmb6), possibly indicating demand for activation of humoral immunity (Myers et 584 

al., 1987). 585 

 586 

Lipid homeostasis 587 

Benzo(a)pyrene has been shown to affect lipid homeostasis in mammals (Layeghkhavidaki et al., 2014; 588 

Wang et al., 2015; Hu et al., 2016), possibly through cross-talks between the AhR signaling and 589 

peroxisome proliferator-activated receptor (PPAR) pathway (Shaban et al., 2005; Borland et al., 2014). 590 

The PPAR signaling pathway is considered the central regulator of lipid metabolism in vertebrates (Ferre, 591 

2004). Perturbations to lipid metabolism by PAH-containing petroleum compounds have also been 592 

documented in several fish studies (Bilbao et al., 2010; Adeogun et al., 2016; Xu et al., 2016; Cocci et 593 

al., 2017; Vieweg et al., 2018). Results from the present study showed that exposure to High BaP in 594 

general down-regulated DEGs involved in the PPARα signaling pathway, such as lipoprotein lipase (lpl, 595 

hydrolysis of triglycerides in lipoproteins), adiponectin receptor 2 (adipor2, fatty acid oxidation), 596 

phospholipase C epsilon 1 (plce1, hydrolysis of polyphosphoinositides), phospholipase C like 2 (plcl2, 597 

hydrolysis of the phospholipids) which are key for lipid metabolism. On the contrary, pparγ was found 598 

to be highly up-regulated by exposure to High BaP. This discrepancy in transcriptional regulation may 599 

attribute to the slightly different roles of PPAR isoforms in the maintenance of lipid homeostasis 600 

(Lamichane et al., 2018). It has been suggested that PPARα and PPARβ/δ promote energy dissipation, 601 

whereas PPARγ promotes energy storage in mammals (Dubois et al., 2017). The up-regulation of pparγ 602 

in polar cod may likely indicate demand for lipid synthesis, possibly due to elevated activity of the 603 

mitochondrial energetic machinery which consumes fatty acids as energy sources (Nsiah-Sefaa and 604 

McKenzie, 2016) and/or increased degradation of damaged lipids as a consequence of oxidative stress 605 

induced by BaP metabolism. A recent study also suggested reduced lipid metabolism in polar cod after 606 

dietary exposure to crude oil, as indicated by the down-regulation of cytochrome P4507A1 (cyp7a1), a 607 

gene involved in cholesterol metabolism (Vieweg et al., 2018).  608 

 609 

4.8 Conceptual toxicity pathway network 610 
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On the basis of the hepatic transcriptomic responses in polar cod, a conceptual toxicity pathway network 611 

is proposed for understanding of the dose-dependent toxicity mechanisms of BaP in this Arctic fish 612 

(Figure 5). After exposure to the low dietary doses of BaP (0.4 ug/g), low level of reactive metabolites 613 

may be formed through biotransformation of BaP and potentially disturb the cellular redox homeostasis 614 

by increasing the production of endogenous ROS. To maintain the homeostasis and avoid oxidative 615 

stress, adaptive responses (or compensatory mechanisms, e.g. negative feedback loop) may be induced 616 

to suppress the mitochondrial ETC activity, a major source of endogenous ROS formation (Figure 5-A). 617 

This may consequently reduce the demand for defense mechanisms such as AOX defense and DNA 618 

repair. It is also possible that the BaP metabolites directly disrupt the mitochondrial ETC thus causing 619 

reduction in ATP synthesis.  620 

   Exposure to High BaP activates the AhR-mediated biotransformation, thus generating reactive 621 

metabolites of BaP (Figure 5-B). These metabolites may disturb the redox reactions and produce 622 

excessive ROS, thus inducing oxidative stress and activating the AOX defense. Oxidative damage to 623 

the DNA may activate DNA repair, protein degradation and apoptosis to protect the cells and avoid 624 

mutation. However, since the repair mechanisms usually require energy, the mitochondrial ETC activity 625 

is elevated to produce more ATP, and simultaneously, more endogenous ROS. When the oxidative 626 

damages overwhelm the repair mechanisms, adverse effects at higher level of biological organization 627 

may be induced. 628 

   The present work demonstrate how transcriptional approaches can be used to characterize the MoA of 629 

pollutants, and how functional responses such as bile metabolites can support weight of evidence 630 

considerations using molecular and physiological data. The current approach is as such explorative as 631 

pointing out potential toxicity pathways that can be triggered by stressors, and the logical continuance 632 

of such work is to assess whether these perturbations at the molecular and physiological scale transplant 633 

to adverse (phenotypical) effects that can be associated with reduction of fish health and successful 634 

recruitment to natural populations of polar cod.       635 

 636 
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 637 

Figure 5. Proposed network of hepatic toxicity pathways in Arctic fish after exposure to Low (A) and High (B) levels of benzo(a)pyrene (BaP). 638 

ROS: Reactive oxygen species; ETC: Electron transport chain: AhR: Aryl hydrocarbon receptor. ↑: Increase; ↓: Decrease. 639 

 640 

 641 

5. Conclusions 642 

The present study developed and applied a transcriptomics platform (microarray and qPCR) for 643 

understanding the effects and MoAs of BaP on a key Arctic fish, polar cod. The global transcriptional 644 

analysis in combination with targeted metabolic identification suggest that BaP and its 645 

biotransformation product 3-OH-BaP affected polar cod in a dose-dependent manner, potentially 646 

through induction of oxidative stress, DNA damage and apoptosis as the main MoAs, similarly to that 647 

reported for other vertebrates. Novel MoAs in polar cod such as disturbance of mitochondrial ETC and 648 

induction of protein degradation were also proposed. Although similar biological targets were identified 649 

for both Low and High BaP exposure, the detailed toxicity mechanisms contributing to the MoAs of this 650 

compound were dissimilar, with Low BaP in general suppressing DEGs involved in the defense 651 

pathways and High BaP mainly inducing DEGs in the compensatory mechanisms. Moreover, dose-652 

dependent responses related to disturbance of hormone receptor signaling, perturbation to immune 653 

functions and disruption of lipid homeostasis were also characterized and suggested as additional MoAs 654 
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of BaP in polar cod. The present study reported the first transcriptomic analysis in polar cod. The tools 655 

and knowledge generated may thus serve as a foundation for future mechanistically-based and 656 

phenotypically-anchored impact assessment of environmental pollutants in the Arctic using this 657 

important fish as a forecaster species. 658 

 659 

 660 

Acknowledgement 661 

The present study was funded by the Research Council of Norway (RCN) project “POLARISATION” 662 

(214184/F20), and the NIVA institutional funding “Strategic Institutional Initiatives programme (SIS) 663 

for Compounds of Emerging Concern (MolPoP)”. Time allocated to one of the authors (JN) was 664 

financed by the RCN project 195160. The authors would like to thank the contribution from Tore 665 

Høgåsen (NIVA) for ortholog mapping. 666 

 667 

 668 

Appendix A. Microarray design 669 

Appendix B. Microarray data 670 

 671 

 672 

References 673 

Adeogun, A.O., Ibor, O.R., Regoli, F., Arukwe, A., 2016. Peroxisome proliferator-activated receptors and biotransformation responses in 674 
relation to condition factor and contaminant burden in tilapia species from Ogun River, Nigeria. Comp Biochem Physiol C Toxicol Pharmacol 675 
183-184, 7-19. 676 

Aiken, C.T., Kaake, R.M., Wang, X., Huang, L., 2011. Oxidative stress-mediated regulation of proteasome complexes. Mol Cell Proteomics 677 
10, R110 006924. 678 

Andersen, O., Frantzen, M., Rosland, M., Timmerhaus, G., Skugor, A., Krasnov, A., 2015. Effects of crude oil exposure and elevated 679 
temperature on the liver transcriptome of polar cod (Boreogadus saida). Aquat Toxicol 165, 9-18. 680 

Arner, E.S., Holmgren, A., 2000. Physiological functions of thioredoxin and thioredoxin reductase. Eur J Biochem 267, 6102-6109. 681 

Au, D.W.T., Chen, P., Pollino, C.A., 2004. Cytological changes in association with ethoxyresorufin O-deethylase induction in fish upon dietary 682 
exposure to benzo[a]pyrene. Environmental Toxicology and Chemistry 23, 1043-1050. 683 

Baali, A., Kammann, U., Hanel, R., El Qoraychy, I., Yahyaoui, A., 2016. Bile metabolites of polycyclic aromatic hydrocarbons (PAHs) in 684 
three species of fish from Morocco. Environ Sci Eur 28, 25. 685 



30 
 

Bansal, S., Leu, A.N., Gonzalez, F.J., Guengerich, F.P., Chowdhury, A.R., Anandatheerthavarada, H.K., Avadhani, N.G., 2014. Mitochondrial 686 
targeting of cytochrome P450 (CYP) 1B1 and its role in polycyclic aromatic hydrocarbon-induced mitochondrial dysfunction. J Biol Chem 687 
289, 9936-9951. 688 

Bemanian, V., Male, R., Goksoyr, A., 2004. The aryl hydrocarbon receptor-mediated disruption of vitellogenin synthesis in the fish liver: 689 
Cross-talk between AHR- and ERalpha-signalling pathways. Comp Hepatol 3, 2. 690 

Bender, M.L., Frantzen, M., Vieweg, I., Falk-Petersen, I.B., Johnsen, H.K., Rudolfsen, G., Tollefsen, K.E., Dubourg, P., Nahrgang, J., 2016. 691 
Effects of chronic dietary petroleum exposure on reproductive development in polar cod (Boreogadus saida). Aquat Toxicol 180, 196-208. 692 

Bilbao, E., Raingeard, D., de Cerio, O.D., Ortiz-Zarragoitia, M., Ruiz, P., Izagirre, U., Orbea, A., Marigomez, I., Cajaraville, M.P., Cancio, I., 693 
2010. Effects of exposure to Prestige-like heavy fuel oil and to perfluorooctane sulfonate on conventional biomarkers and target gene 694 
transcription in the thicklip grey mullet Chelon labrosus. Aquat Toxicol 98, 282-296. 695 

Birben, E., Sahiner, U.M., Sackesen, C., Erzurum, S., Kalayci, O., 2012. Oxidative stress and antioxidant defense. World Allergy Organ J 5, 696 
9-19. 697 

Blajszczak, C., Bonini, M.G., 2017. Mitochondria targeting by environmental stressors: Implications for redox cellular signaling. Toxicology 698 
391, 84-89. 699 

Bobe, J., Guiguen, Y., Fostier, A., 2010. Diversity and biological significance of sex hormone-binding globulin in fish, an evolutionary 700 
perspective. Mol Cell Endocrinol 316, 66-78. 701 

Borland, M.G., Krishnan, P., Lee, C., Albrecht, P.P., Shan, W.W., Bility, M.T., Marcus, C.B., Lin, J.M., Amin, S., Gonzalez, F.J., Perdew, 702 
G.H., Peters, J.M., 2014. Modulation of aryl hydrocarbon receptor (AHR)-dependent signaling by peroxisome proliferator-activated receptor 703 
beta/delta (PPAR beta/delta) in keratinocytes. Carcinogenesis 35, 1602-1612. 704 

Bradstreet, M.S.W., Cross, W.E., 1982. Trophic relationships at high Arctic ice edges. Arctic 35, 1-12. 705 

Brookes, P.S., Levonen, A.L., Shiva, S., Sarti, P., Darley-Usmar, V.M., 2002. Mitochondria: regulators of signal transduction by reactive 706 
oxygen and nitrogen species. Free Radic Biol Med 33, 755-764. 707 

Bugiak, B., Weber, L.P., 2009. Hepatic and vascular mRNA expression in adult zebrafish (Danio rerio) following exposure to benzo-a-pyrene 708 
and 2,3,7,8-tetrachlorodibenzo-p-dioxin. Aquat Toxicol 95, 299-306. 709 

Busquet, F., Nagel, R., von Landenberg, F., Broschard, T.H., 2007. Teratogenicity of benzo[a]pyrene in the fish embryo assay (DarT) combined 710 
with a mammalian metabolic activation system. Toxicology Letters 172, S75-S75. 711 

Carlson, E.A., Li, Y., Zelikoff, J.T., 2004. Suppressive effects of benzo[a]pyrene upon fish immune function: evolutionarily conserved cellular 712 
mechanisms of immunotoxicity. Mar Environ Res 58, 731-734. 713 

Cocci, P., Capriotti, M., Mosconi, G., Campanelli, A., Frapiccini, E., Marini, M., Caprioli, G., Sagratini, G., Aretusi, G., Palermo, F.A., 2017. 714 
Alterations of gene expression indicating effects on estrogen signaling and lipid homeostasis in seabream hepatocytes exposed to extracts of 715 
seawater sampled from a coastal area of the central Adriatic Sea (Italy). Mar Environ Res 123, 25-37. 716 

Collins, J.F., Brown, J.P., Dawson, S.V., Marty, M.A., 1991. Risk assessment for benzo[a]pyrene. Regul Toxicol Pharm 13, 170-184. 717 

Corrales, J., Fang, X., Thornton, C., Mei, W., Barbazuk, W.B., Duke, M., Scheffler, B.E., Willett, K.L., 2014. Effects on specific promoter 718 
DNA methylation in zebrafish embryos and larvae following benzo[a]pyrene exposure. Comp Biochem Physiol C Toxicol Pharmacol 163, 37-719 
46. 720 

Costa, J., Ferreira, M., Rey-Salgueiro, L., Reis-Henriques, M.A., 2011. Comparision of the waterborne and dietary routes of exposure on the 721 
effects of Benzo(a)pyrene on biotransformation pathways in Nile tilapia (Oreochromis niloticus). Chemosphere 84, 1452-1460. 722 

Curtis, L.R., Garzon, C.B., Arkoosh, M., Collier, T., Myers, M.S., Buzitis, J., Hahn, M.E., 2011. Reduced cytochrome P4501A activity and 723 
recovery from oxidative stress during subchronic benzo[a]pyrene and benzo[e]pyrene treatment of rainbow trout. Toxicol Appl Pharmacol 254, 724 
1-7. 725 

Dantuma, N.P., Heinen, C., Hoogstraten, D., 2009. The ubiquitin receptor Rad23: At the crossroads of nucleotide excision repair and 726 
proteasomal degradation. DNA Repair 8, 449-460. 727 

De Leon, J.T., Iwai, A., Feau, C., Garcia, Y., Balsiger, H.A., Storer, C.L., Suro, R.M., Garza, K.M., Lee, S., Kim, Y.S., Chen, Y., Ning, Y.M., 728 
Riggs, D.L., Fletterick, R.J., Guy, R.K., Trepel, J.B., Neckers, L.M., Cox, M.B., 2011. Targeting the regulation of androgen receptor signaling 729 
by the heat shock protein 90 cochaperone FKBP52 in prostate cancer cells. Proc Natl Acad Sci U S A 108, 11878-11883. 730 

Dolcetti, L., Zuanna, L.D., Venier, P., 2002. DNA adducts in mussels and fish exposed to bulky genotoxic compounds. Mar Environ Res 54, 731 
481-486. 732 



31 
 

Du, J., Cao, L., Jia, R., Yin, G., 2017. Hepatoprotective and antioxidant effects of dietary Glycyrrhiza polysaccharide against TCDD-induced 733 
hepatic injury and RT-PCR quantification of AHR2, ARNT2, CYP1A mRNA in Jian Carp (Cyprinus carpio var. Jian). J Environ Sci (China) 734 
51, 181-190. 735 

Du, X., Crawford, D.L., Oleksiak, M.F., 2015. Effects of Anthropogenic Pollution on the Oxidative Phosphorylation Pathway of Hepatocytes 736 
from Natural Populations of Fundulus heteroclitus. Aquat Toxicol 165, 231-240. 737 

Dubois, V., Eeckhoute, J., Lefebvre, P., Staels, B., 2017. Distinct but complementary contributions of PPAR isotypes to energy homeostasis. 738 
J Clin Invest 127, 1202-1214. 739 

Elmore, S., 2007. Apoptosis: a review of programmed cell death. Toxicol Pathol 35, 495-516. 740 

EPA, U.S., 2017. Toxicological Review of Benzo[a]pyrene (Final Report), Washington, DC. 741 

Evans, B.R., Karchner, S.I., Allan, L.L., Pollenz, R.S., Tanguay, R.L., Jenny, M.J., Sherr, D.H., Hahn, M.E., 2008. Repression of aryl 742 
hydrocarbon receptor (AHR) signaling by AHR repressor: role of DNA binding and competition for AHR nuclear translocator. Mol Pharmacol 743 
73, 387-398. 744 

Falany, C.N., Wilborn, T.W., 1994. Biochemistry of cytosolic sulfotransferases involved in bioactivation. Adv Pharmacol 27, 301-329. 745 

Fang, X., Corrales, J., Thornton, C., Clerk, T., Scheffler, B.E., Willett, K.L., 2015. Transcriptomic changes in zebrafish embryos and larvae 746 
following benzo[a]pyrene exposure. Toxicol Sci 146, 395-411. 747 

Ferre, P., 2004. The biology of peroxisome proliferator-activated receptors: relationship with lipid metabolism and insulin sensitivity. Diabetes 748 
53 Suppl 1, S43-50. 749 

Ferreira, M., Moradas-Ferreira, P., Reis-Henriques, M.A., 2006. The effect of long-term depuration on phase I and phase II biotransformation 750 
in mullets (Mugil cephalus) chronically exposed to pollutants in River Douro Estuary, Portugal. Mar Environ Res 61, 326-338. 751 

Flick, K., Kaiser, P., 2012. Protein degradation and the stress response. Semin Cell Dev Biol 23, 515-522. 752 

Flowers, L., Ohnishi, S.T., Penning, T.M., 1997. DNA strand scission by polycyclic aromatic hydrocarbon o-quinones: Role of reactive oxygen 753 
species, Cu(II)/Cu(I) redox cycling, and o-semiquinone anion radicals. Biochemistry 36, 8640-8648. 754 

Foradori, C.D., Weiser, M.J., Handa, R.J., 2008. Non-genomic actions of androgens. Front Neuroendocrinol 29, 169-181. 755 

Gao, D., Wu, M., Wang, C., Wang, Y., Zuo, Z., 2015. Chronic exposure to low benzo[a]pyrene level causes neurodegenerative disease-like 756 
syndromes in zebrafish (Danio rerio). Aquat Toxicol 167, 200-208. 757 

Geraudie, P., Nahrgang, J., Forget-Leray, J., Minier, C., Camus, L., 2014. In vivo effects of environmental concentrations of produced water 758 
on the reproductive function of polar cod (Boreogadus saida). J Toxicol Environ Health A 77, 557-573. 759 

Glatt, H., 2000. Sulfotransferases in the bioactivation of xenobiotics. Chem-Biol Interact 129, 141-170. 760 

Godschalk, R.W., Moonen, E.J., Schilderman, P.A., Broekmans, W.M., Kleinjans, J.C., Van Schooten, F.J., 2000. Exposure-route-dependent 761 
DNA adduct formation by polycyclic aromatic hydrocarbons. Carcinogenesis 21, 87-92. 762 

Grubbs, F.E., 1950. Sample criteria for testing outlying observations. Annals of Mathematical Statistics 21, 27-58. 763 

Grung, M., Holth, T.F., Jacobsen, M.R., Hylland, K., 2009. Polycyclic Aromatic Hydrocarbon (PAH) Metabolites in Atlantic Cod Exposed 764 
via Water or Diet to a Synthetic Produced Water. J Toxicol Env Heal A 72, 254-265. 765 

Hahn, M.E., 1998. The aryl hydrocarbon receptor: a comparative perspective. Comp Biochem Physiol C Pharmacol Toxicol Endocrinol 121, 766 
23-53. 767 

Hailey, J.R., Walker, N.J., Sells, D.M., Brix, A.E., Jokinen, M.P., Nyska, A., 2005. Classification of proliferative hepatocellular lesions in 768 
harlan sprague-dawley rats chronically exposed to dioxin-like compounds. Toxicol Pathol 33, 165-174. 769 

Harsem, O., Eide, A., Heen, K., 2011. Factors influencing future oil and gas prospects in the Arctic. Energ Policy 39, 8037-8045. 770 

Helle, J., Bader, M.I., Keiler, A.M., Zierau, O., Vollmer, G., Chittur, S.V., Tenniswood, M., Kretzschmar, G., 2016. Cross-Talk in the Female 771 
Rat Mammary Gland: Influence of Aryl Hydrocarbon Receptor on Estrogen Receptor Signaling. Environ Health Perspect 124, 601-610. 772 

Hershko, A., Ciechanover, A., 1998. The ubiquitin system. Annu Rev Biochem 67, 425-479. 773 

Holladay, S.D., Smith, S.A., Besteman, E.G., Deyab, A.S., Gogal, R.M., Hrubec, T., Robertson, J.L., Ahmed, S.A., 1998. Benzo[a]pyrene-774 
induced hypocellularity of the pronephros in tilapia (Oreochromis niloticus) is accompanied by alterations in stromal and parenchymal cells 775 
and by enhanced immune cell apoptosis. Vet Immunol Immunopathol 64, 69-82. 776 



32 
 

Hop, H., Gjosaeter, H., 2013. Polar cod (Boreogadus saida) and capelin (Mallotus villosus) as key species in marine food webs of the Arctic 777 
and the Barents Sea. Mar Biol Res 9, 878-894. 778 

Hoye, A.T., Davoren, J.E., Wipf, P., Fink, M.P., Kagan, V.E., 2008. Targeting mitochondria. Acc Chem Res 41, 87-97. 779 

Hu, T., Pan, Z., Yu, Q., Mo, X., Song, N., Yan, M., Zouboulis, C.C., Xia, L., Ju, Q., 2016. Benzo(a)pyrene induces interleukin (IL)-6 production 780 
and reduces lipid synthesis in human SZ95 sebocytes via the aryl hydrocarbon receptor signaling pathway. Environ Toxicol Pharmacol 43, 54-781 
60. 782 

Hultman, M.T., Song, Y., Tollefsen, K.E., 2015. 17alpha-Ethinylestradiol (EE2) effect on global gene expression in primary rainbow trout 783 
(Oncorhynchus mykiss) hepatocytes. Aquat Toxicol 169, 90-104. 784 

Hwang, H.J., Steidemann, M., Dunivin, T.K., Rizzo, M., LaPres, J.J., 2016. Data of enzymatic activities of the electron transport chain and 785 
ATP synthase complexes in mouse hepatoma cells following exposure to 2,3,7,8-tetrachlorodibenzo-p-dioxin (TCDD). Data Brief 8, 93-97. 786 

Janssens, B.J., Childress, J.J., Baguet, F., Rees, J.F., 2000. Reduced enzymatic antioxidative defense in deep-sea fish. J Exp Biol 203, 3717-787 
3725. 788 

Jin, Z., El-Deiry, W.S., 2005. Overview of cell death signaling pathways. Cancer Biol Ther 4, 139-163. 789 

Jonsson, H., Sundt, R.C., Aas, E., Sanni, S., 2010. The Arctic is no longer put on ice: Evaluation of Polar cod (Boreogadus saida) as a monitoring 790 
species of oil pollution in cold waters. Marine Pollution Bulletin 60, 390-395. 791 

Just, S., Hirth, S., Berger, I.M., Fishman, M.C., Rottbauer, W., 2016. The mediator complex subunit Med10 regulates heart valve formation in 792 
zebrafish by controlling Tbx2b-mediated Has2 expression and cardiac jelly formation. Biochem Biophys Res Commun 477, 581-588. 793 

Kammann, U., Akcha, F., Budzinski, H., Burgeot, T., Gubbins, M.J., Lang, T., Le Menach, K., Vethaak, A.D., Hylland, K., 2017. PAH 794 
metabolites in fish bile: From the Seine estuary to Iceland. Mar Environ Res 124, 41-45. 795 

Karchner, S.I., Franks, D.G., Hahn, M.E., 2005. AHR1B, a new functional aryl hydrocarbon receptor in zebrafish: tandem arrangement of 796 
ahr1b and ahr2 genes. Biochem J 392, 153-161. 797 

Karle, I.L., Yagi, H., Sayer, J.M., Jerina, D.M., 2004. Crystal and molecular structure of a benzo[a]pyrene 7,8-diol 9,10-epoxide N2-798 
deoxyguanosine adduct: absolute configuration and conformation. Proc Natl Acad Sci U S A 101, 1433-1438. 799 

Kaspar, J.W., Niture, S.K., Jaiswal, A.K., 2009. Nrf2:INrf2 (Keap1) signaling in oxidative stress. Free Radic Biol Med 47, 1304-1309. 800 

Kennedy, C.J., Smyth, K.R., 2015. Disruption of the rainbow trout reproductive endocrine axis by the polycyclic aromatic hydrocarbon 801 
benzo[a]pyrene. Gen Comp Endocrinol 219, 102-111. 802 

Kizu, R., Okamura, K., Toriba, A., Kakishima, H., Mizokami, A., Burnstein, K.L., Hayakawa, K., 2003. A role of aryl hydrocarbon receptor 803 
in the antiandrogenic effects of polycyclic aromatic hydrocarbons in LNCaP human prostate carcinoma cells. Arch Toxicol 77, 335-343. 804 

Knecht, A.L., Truong, L., Marvel, S.W., Reif, D.M., Garcia, A., Lu, C., Simonich, M.T., Teeguarden, J.G., Tanguay, R.L., 2017. 805 
Transgenerational inheritance of neurobehavioral and physiological deficits from developmental exposure to benzo[a]pyrene in zebrafish. 806 
Toxicol Appl Pharmacol 329, 148-157. 807 

Ko, C.B., Kim, S.J., Park, C., Kim, B.R., Shin, C.H., Choi, S., Chung, S.Y., Noh, J.H., Jeun, J.H., Kim, N.S., Park, R., 2004. Benzo(a)pyrene-808 
induced apoptotic death of mouse hepatoma Hepa1c1c7 cells via activation of intrinsic caspase cascade and mitochondrial dysfunction. 809 
Toxicology 199, 35-46. 810 

Kobayashi, M., Yamamoto, M., 2005. Molecular mechanisms activating the Nrf2-Keap1 pathway of antioxidant gene regulation. Antioxid 811 
Redox Signal 7, 385-394. 812 

Krahn, M.M., Burrows, D.G., Ylitalo, G.M., Brown, D.W., Wigren, C.A., Collier, T.K., Chan, S.L., Varanasi, U., 1992. Mass-Spectrometric 813 
Analysis for Aromatic-Compounds in Bile of Fish Sampled after the Exxon-Valdez Oil-Spill. Environmental Science & Technology 26, 116-814 
126. 815 

Kucab, J.E., van Steeg, H., Luijten, M., Schmeiser, H.H., White, P.A., Phillips, D.H., Arlt, V.M., 2015. TP53 mutations induced by BPDE in 816 
Xpa-WT and Xpa-Null human TP53 knock-in (Hupki) mouse embryo fibroblasts. Mutat Res 773, 48-62. 817 

Lamichane, S., Dahal Lamichane, B., Kwon, S.-M., 2018. Pivotal Roles of Peroxisome Proliferator-Activated Receptors (PPARs) and Their 818 
Signal Cascade for Cellular and Whole-Body Energy Homeostasis. International Journal of Molecular Sciences 19, 949. 819 

Langerak, P., Russell, P., 2011. Regulatory networks integrating cell cycle control with DNA damage checkpoints and double-strand break 820 
repair. Philos Trans R Soc Lond B Biol Sci 366, 3562-3571. 821 



33 
 

Layeghkhavidaki, H., Lanhers, M.C., Akbar, S., Gregory-Pauron, L., Oster, T., Grova, N., Appenzeller, B., Jasniewski, J., Feidt, C., Corbier, 822 
C., Yen, F.T., 2014. Inhibitory Action of Benzo[alpha]pyrene on Hepatic Lipoprotein Receptors In Vitro and on Liver Lipid Homeostasis in 823 
Mice. Plos One 9. 824 

Lecker, S.H., Goldberg, A.L., Mitch, W.E., 2006. Protein degradation by the ubiquitin-proteasome pathway in normal and disease states. J Am 825 
Soc Nephrol 17, 1807-1819. 826 

Li, N., Sioutas, C., Cho, A., Schmitz, D., Misra, C., Sempf, J., Wang, M.Y., Oberley, T., Froines, J., Nel, A., 2003. Ultrafine particulate 827 
pollutants induce oxidative stress and mitochondrial damage. Environ Health Persp 111, 455-460. 828 

Long, A.S., Lemieux, C.L., Arlt, V.M., White, P.A., 2016. Tissue-specific in vivo genetic toxicity of nine polycyclic aromatic hydrocarbons 829 
assessed using the Muta (TM) Mouse transgenic rodent assay. Toxicol Appl Pharm 290, 31-42. 830 

Lorentzen, R.J., Ts'o, P.O., 1977. Benzo[a]yrenedione/benzo[a]pyrenediol oxidation-reduction couples and the generation of reactive reduced 831 
molecular oxygen. Biochemistry 16, 1467-1473. 832 

Macdonald, R.W., Harner, T., Fyfe, J., 2005. Recent climate change in the Arctic and its impact on contaminant pathways and interpretation 833 
of temporal trend data. Sci Total Environ 342, 5-86. 834 

Marie-Desvergne, C., Maitre, A., Bouchard, M., Ravanat, J.L., Viau, C., 2010. Evaluation of DNA adducts, DNA and RNA oxidative lesions, 835 
and 3-hydroxybenzo(a)pyrene as biomarkers of DNA damage in lung following intravenous injection of the parent compound in rats. Chem 836 
Res Toxicol 23, 1207-1214. 837 

Matthews, J., Gustafsson, J.A., 2006. Estrogen receptor and aryl hydrocarbon receptor signaling pathways. Nucl Recept Signal 4, e016. 838 

Meador, J.P., Stein, J.E., Reichert, W.L., Varanasi, U., 1995. Bioaccumulation of polycyclic aromatic hydrocarbons by marine organisms. Rev 839 
Environ Contam Toxicol 143, 79-165. 840 

Meka, H., Werner, F., Cordell, S.C., Onesti, S., Brick, P., 2005. Crystal structure and RNA binding of the Rpb4/Rpb7 subunits of human RNA 841 
polymerase II. Nucleic Acids Res 33, 6435-6444. 842 

Meland, S., Farmen, E., Heier, L.S., Rosseland, B.O., Salbu, B., Song, Y., Tollefsen, K.E., 2011. Hepatic gene expression profile in brown 843 
trout (Salmo trutta) exposed to traffic related contaminants. Sci Total Environ 409, 1430-1443. 844 

Moleri, S., Cappellano, G., Gaudenzi, G., Cermenati, S., Cotelli, F., Horner, D.S., Beltrame, M., 2011. The HMGB protein gene family in 845 
zebrafish: Evolution and embryonic expression patterns. Gene Expr Patterns 11, 3-11. 846 

Moller, A.M., Hermsen, C., Floehr, T., Lamoree, M.H., Segner, H., 2014. Tissue-Specific Metabolism of Benzo[a]pyrene in Rainbow Trout 847 
(Oncorhynchus mykiss): A Comparison between the Liver and Immune Organs. Drug Metab Dispos 42, 111-118. 848 

Murphy, M.P., 2009. How mitochondria produce reactive oxygen species. Biochemical Journal 417, 1-13. 849 

Myers, M.J., Schook, L.B., Bick, P.H., 1987. Mechanisms of benzo(a)pyrene-induced modulation of antigen presentation. J Pharmacol Exp 850 
Ther 242, 399-404. 851 

Nahrgang, J., Camus, L., Broms, F., Christiansen, J.S., Hop, H., 2010a. Seasonal baseline levels of physiological and biochemical parameters 852 
in polar cod (Boreogadus saida): Implications for environmental monitoring. Mar Pollut Bull 60, 1336-1345. 853 

Nahrgang, J., Camus, L., Carls, M.G., Gonzalez, P., Jonsson, M., Taban, I.C., Bechmann, R.K., Christiansen, J.S., Hop, H., 2010b. Biomarker 854 
responses in polar cod (Boreogadus saida) exposed to the water soluble fraction of crude oil. Aquat Toxicol 97, 234-242. 855 

Nahrgang, J., Camus, L., Gonzalez, P., Goksoyr, A., Christiansen, J.S., Hop, H., 2009. PAH biomarker responses in polar cod (Boreogadus 856 
saida) exposed to benzo(a)pyrene. Aquat Toxicol 94, 309-319. 857 

Nahrgang, J., Camus, L., Gonzalez, P., Jonsson, M., Christiansen, J.S., Hop, H., 2010c. Biomarker responses in polar cod (Boreogadus saida) 858 
exposed to dietary crude oil. Aquat Toxicol 96, 77-83. 859 

Nahrgang, J., Dubourg, P., Frantzen, M., Storch, D., Dahlke, F., Meador, J.P., 2016. Early life stages of an arctic keystone species (Boreogadus 860 
saida) show high sensitivity to a water-soluble fraction of crude oil. Environ Pollut 218, 605-614. 861 

Nigro, M., Frenzilli, G., Scarcelli, V., Gorbi, S., Regoli, F., 2002. Induction of DNA strand breakage and apoptosis in the eel Anguilla anguilla. 862 
Mar Environ Res 54, 517-520. 863 

Nishimoto, M., Varanasi, U., 1985. Benzo[a]pyrene metabolism and DNA adduct formation mediated by English sole liver enzymes. Biochem 864 
Pharmacol 34, 263-268. 865 

Nsiah-Sefaa, A., McKenzie, M., 2016. Combined defects in oxidative phosphorylation and fatty acid beta-oxidation in mitochondrial disease. 866 
Biosci Rep 36. 867 



34 
 

Okamura, K., Kizu, R., Toriba, A., Murahashi, T., Mizokami, A., Burnstein, K.L., Klinge, C.M., Hayakawa, K., 2004. Antiandrogenic activity 868 
of extracts of diesel exhaust particles emitted from diesel-engine truck under different engine loads and speeds. Toxicology 195, 243-254. 869 

Olenycz, M., Sokolowski, A., Niewinska, A., Wolowicz, M., Namiesnik, J., Hummel, H., Jansen, J., 2015. Comparison of PCBs and PAHs 870 
levels in European coastal waters using mussels from the Mytilus edulis complex as biomonitors. Oceanologia 57, 196-211. 871 

Orrenius, S., 2007. Reactive oxygen species in mitochondria-mediated cell death. Drug Metab Rev 39, 443-455. 872 

Ostlund, G., Schmitt, T., Forslund, K., Kostler, T., Messina, D.N., Roopra, S., Frings, O., Sonnhammer, E.L., 2010. InParanoid 7: new 873 
algorithms and tools for eukaryotic orthology analysis. Nucleic Acids Res 38, D196-203. 874 

Palanikumar, L., Kumaraguru, A.K., Ramakritinan, C.M., Anand, M., 2012. Biochemical response of anthracene and benzo [a] pyrene in 875 
milkfish Chanos chanos. Ecotoxicol Environ Saf 75, 187-197. 876 

Pfaffl, M.W., 2001. A new mathematical model for relative quantification in real-time RT-PCR. Nucleic Acids Res 29. 877 

Phalen, L.J., Kollner, B., Hogan, N.S., van den Heuvel, M.R., 2017. Transcriptional response in rainbow trout (Oncorhynchus mykiss) B cells 878 
and thrombocytes following in vivo exposure to benzo[a]pyrene. Environ Toxicol Pharmacol 53, 212-218. 879 

Regnault, C., Willison, J., Veyrenc, S., Airieau, A., Meresse, P., Fortier, M., Fournier, M., Brousseau, P., Raveton, M., Reynaud, S., 2016. 880 
Metabolic and immune impairments induced by the endocrine disruptors benzo[a]pyrene and triclosan in Xenopus tropicalis. Chemosphere 881 
155, 519-527. 882 

Regoli, F., Winston, G.W., Gorbi, S., Frenzilli, G., Nigro, M., Corsi, I., Focardi, S., 2003. Integrating enzymatic responses to organic chemical 883 
exposure with total oxyradical absorbing capacity and DNA damage in the European eel Anguilla anguilla. Environ Toxicol Chem 22, 2120-884 
2129. 885 

Reinstein, E., Ciechanover, A., 2006. Narrative review: protein degradation and human diseases: the ubiquitin connection. Ann Intern Med 886 
145, 676-684. 887 

Rey-Salgueiro, L., Costa, J., Ferreira, M., Reis-Henriques, M.A., 2011. Evaluation of 3-hydroxy-benzo[a]pyrene levels in Nile tilapia 888 
(Oreochromis niloticus) after waterborne exposure to Benzo[a]pyrene. Toxicol Environ Chem 93, 2040-2054. 889 

Richter, C., Schweizer, M., Cossarizza, A., Franceschi, C., 1996. Control of apoptosis by the cellular ATP level. FEBS Lett 378, 107-110. 890 

Roberts, R.J., Agius, C., Saliba, C., Bossier, P., Sung, Y.Y., 2010. Heat shock proteins (chaperones) in fish and shellfish and their potential 891 
role in relation to fish health: a review. J Fish Dis 33, 789-801. 892 

Robinson, M.M., Yatherajam, G., Ranallo, R.T., Bric, A., Paule, M.R., Stargell, L.A., 2005. Mapping and functional characterization of the 893 
TAF11 interaction with TFIIA. Mol Cell Biol 25, 945-957. 894 

Roy, N.K., Candelmo, A., DellaTorre, M., Chambers, R.C., Nadas, A., Wirgin, I., 2018. Characterization of AHR2 and CYP1A expression in 895 
Atlantic sturgeon and shortnose sturgeon treated with coplanar PCBs and TCDD. Aquat Toxicol 197, 19-31. 896 

Salgado, M.C., Meton, I., Egea, M., Baanante, I.V., 2004. Transcriptional regulation of glucose-6-phosphatase catalytic subunit promoter by 897 
insulin and glucose in the carnivorous fish, Sparus aurata. J Mol Endocrinol 33, 783-795. 898 

Santacroce, M.P., Pastore, A.S., Tinelli, A., Colamonaco, M., Crescenzo, G., 2015. Implications for chronic toxicity of benzo[a]pyrene in sea 899 
bream cultured hepatocytes: Cytotoxicity, inflammation, and cancerogenesis. Environ Toxicol 30, 1045-1062. 900 

Sarasquete, C., Segner, H., 2000. Cytochrome P4501A (CYP1A) in teleostean fishes. A review of immunohistochemical studies. Sci Total 901 
Environ 247, 313-332. 902 

Schlenk, D., Celander, M., Gallagher, E.P., George, S., James, M., Kullman, S.W., van den Hurk, P., Willett, K., 2008. Biotransformation in 903 
fishes. Crc Press-Taylor & Francis Group, 6000 Broken Sound Parkway Nw, Ste 300, Boca Raton, Fl 33487-2742 USA. 904 

Seemann, F., Peterson, D.R., Witten, P.E., Guo, B.S., Shanthanagouda, A.H., Ye, R.R., Zhang, G., Au, D.W.T., 2015. Insight into the 905 
transgenerational effect of benzo[a]pyrene on bone formation in a teleost fish (Oryzias latipes). Comp Biochem Phys C 178, 60-67. 906 

Shaban, Z., Soliman, M., El-Shazly, S., El-Bohi, K., Abdelazeez, A., Kehelo, K., Kim, H.S., Muzandu, K., Ishizuka, M., Kazusaka, A., Fujita, 907 
S., 2005. AhR and PPARalpha: antagonistic effects on CYP2B and CYP3A, and additive inhibitory effects on CYP2C11. Xenobiotica 35, 51-908 
68. 909 

Sharma, M., Zhang, X., Zhang, S., Niu, L., Ho, S.M., Chen, A., Huang, S., 2017. Inhibition of endocytic lipid antigen presentation by common 910 
lipophilic environmental pollutants. Sci Rep 7, 2085. 911 

Shimada, T., Fujii-Kuriyama, Y., 2004. Metabolic activation of polycyclic aromatic hydrocarbons to carcinogens by cytochromes P450 1A1 912 
and 1B1. Cancer Sci 95, 1-6. 913 



35 
 

Smith, L.C., Stephenson, S.R., 2013. New Trans-Arctic shipping routes navigable by midcentury. Proc Natl Acad Sci U S A 110, E1191-1195. 914 

Smolarek, T.A., Morgan, S.L., Moynihan, C.G., Lee, H., Harvey, R.G., Baird, W.M., 1987. Metabolism and DNA adduct formation of 915 
benzo[a]pyrene and 7,12-dimethylbenz[a]anthracene in fish cell lines in culture. Carcinogenesis 8, 1501-1509. 916 

Song, Y., Salbu, B., Teien, H.C., Evensen, O., Lind, O.C., Rosseland, B.O., Tollefsen, K.E., 2016. Hepatic transcriptional responses in Atlantic 917 
salmon (Salmo salar) exposed to gamma radiation and depleted uranium singly and in combination. Science of the Total Environment 562, 918 
270-279. 919 

Song, Y., Salbu, B., Teien, H.C., Heier, L.S., Rosseland, B.O., Hogasen, T., Tollefsen, K.E., 2014. Hepatic transcriptomic profiling reveals 920 
early toxicological mechanisms of uranium in Atlantic salmon (Salmo salar). Bmc Genomics 15. 921 

Srut, M., Bourdineaud, J.P., Stambuk, A., Klobucar, G.I., 2015. Genomic and gene expression responses to genotoxic stress in PAC2 zebrafish 922 
embryonic cell line. J Appl Toxicol 35, 1381-1389. 923 

Takle, H., Andersen, O., 2007. Caspases and apoptosis in fish. J Fish Biol 71, 326-349. 924 

Tappenden, D.M., Lynn, S.G., Crawford, R.B., Lee, K., Vengellur, A., Kaminski, N.E., Thomas, R.S., LaPres, J.J., 2011. The aryl hydrocarbon 925 
receptor interacts with ATP5 alpha 1, a subunit of the ATP synthase complex, and modulates mitochondrial function. Toxicol Appl Pharm 254, 926 
299-310. 927 

Tian, S., Pan, L., Sun, X., 2013. An investigation of endocrine disrupting effects and toxic mechanisms modulated by benzo[a]pyrene in female 928 
scallop Chlamys farreri. Aquat Toxicol 144-145, 162-171. 929 

Tzekova, A., Thuot, R., Viau, C., 2004. Correlation between biomarkers of polycyclic aromatic hydrocarbon exposure and electrophilic tissue 930 
burden in a rat model. Arch Toxicol 78, 351-361. 931 

Ulrich, H.D., 2012. Ubiquitin and SUMO in DNA repair at a glance. Journal of Cell Science 125, 249-254. 932 

Valavanidis, A., Vlahogianni, T., Dassenakis, M., Scoullos, M., 2006. Molecular biomarkers of oxidative stress in aquatic organisms in relation 933 
to toxic environmental pollutants. Ecotoxicol Environ Saf 64, 178-189. 934 

Vandesompele, J., De Preter, K., Pattyn, F., Poppe, B., Van Roy, N., De Paepe, A., Speleman, F., 2002. Accurate normalization of real-time 935 
quantitative RT-PCR data by geometric averaging of multiple internal control genes. Genome Biol 3. 936 

Venkatraman, M., Konga, D., Peramaiyan, R., Ganapathy, E., Dhanapal, S., 2008. Reduction of mitochondrial oxidative damage and improved 937 
mitochondrial efficiency by administration of crocetin against benzo[a]pyrene induced experimental animals. Biol Pharm Bull 31, 1639-1645. 938 

Vieweg, I., Benedetti, M., Lanzoni, I., Regoli, F., Nahrgang, J., 2017. Antioxidant defenses in polar cod (Boreogadus saida) and responsiveness 939 
toward dietary crude oil exposure. Mar Environ Res 130, 48-59. 940 

Vieweg, I., Bilbao, E., Meador, J.P., Cancio, I., Bender, M.L., Cajaraville, M.P., Nahrgang, J., 2018. Effects of dietary crude oil exposure on 941 
molecular and physiological parameters related to lipid homeostasis in polar cod (Boreogadus saida). Comp Biochem Physiol C Toxicol 942 
Pharmacol 206-207, 54-64. 943 

Wang, X., Zhang, J., Huang, Q., Alamdar, A., Tian, M., Liu, L., Shen, H., 2015. Serum metabolomics analysis reveals impaired lipid 944 
metabolism in rats after oral exposure to benzo(a)pyrene. Mol Biosyst 11, 753-759. 945 

Wen, J., Pan, L., 2015. Short-term exposure to benzo[a]pyrene disrupts reproductive endocrine status in the swimming crab Portunus 946 
trituberculatus. Comp Biochem Physiol C Toxicol Pharmacol 174-175, 13-20. 947 

Willett, K.L., Ganesan, S., Patel, M., Metzger, C., Quiniou, S., Waldbieser, G., Scheffler, B., 2006. In vivo and in vitro CYP1B mRNA 948 
expression in channel catfish. Mar Environ Res 62 Suppl, S332-336. 949 

Wills, L.P., Jung, D., Koehrn, K., Zhu, S., Willett, K.L., Hinton, D.E., Di Giulio, R.T., 2010. Comparative chronic liver toxicity of 950 
benzo[a]pyrene in two populations of the atlantic killifish (Fundulus heteroclitus) with different exposure histories. Environ Health Perspect 951 
118, 1376-1381. 952 

Wu, R.S., Pollino, C.A., Au, D.W., Zheng, G.J., Yuen, B.B., Lam, P.K., 2003. Evaluation of biomarkers of exposure and effect in juvenile 953 
areolated grouper (Epinephelus areolatus) on foodborne exposure to benzo[a]pyrene. Environ Toxicol Chem 22, 1568-1573. 954 

Xia, T., Korge, P., Weiss, J.N., Li, N., Venkatesan, M.I., Sioutas, C., Nel, A., 2004. Quinones and aromatic chemical compounds in particulate 955 
matter induce mitochondrial dysfunction: Implications for ultrafine particle toxicity. Environ Health Persp 112, 1347-1358. 956 

Xu, E.G., Mager, E.M., Grosell, M., Pasparakis, C., Schlenker, L.S., Stieglitz, J.D., Benetti, D., Hazard, E.S., Courtney, S.M., Diamante, G., 957 
Freitas, J., Hardiman, G., Schlenk, D., 2016. Time- and Oil-Dependent Transcriptomic and Physiological Responses to Deepwater Horizon 958 
Oil in Mahi-Mahi (Coryphaena hippurus) Embryos and Larvae. Environ Sci Technol 50, 7842-7851. 959 



36 
 

Yan, Z., Lu, G., He, J., 2012. Reciprocal inhibiting interactive mechanism between the estrogen receptor and aryl hydrocarbon receptor 960 
signaling pathways in goldfish (Carassius auratus) exposed to 17beta-estradiol and benzo[a]pyrene. Comp Biochem Physiol C Toxicol 961 
Pharmacol 156, 17-23. 962 

Yuan, L., Lv, B., Zha, J., Wang, Z., 2017. Benzo[a]pyrene induced p53-mediated cell cycle arrest, DNA repair, and apoptosis pathways in 963 
Chinese rare minnow (Gobiocypris rarus). Environ Toxicol 32, 979-988. 964 

Yuen, B.B., Wong, C.K., Woo, N.Y., Au, D.W., 2007. Induction and recovery of morphofunctional changes in the intestine of juvenile 965 
carnivorous fish (Epinephelus coioides) upon exposure to foodborne benzo[a]pyrene. Aquat Toxicol 82, 181-194. 966 

Zha, J., Hong, X., Rao, H., Yuan, L., Wang, Z., Kumaran, S.S., 2017. Benzo(a)pyrene-induced a mitochondria-independent apoptosis of liver 967 
in juvenile Chinese rare minnows (Gobiocypris rarus). Environ Pollut 231, 191-199. 968 

Zhang, R., Wang, X., Zhang, X., Song, C., Letcher, R.J., Liu, C., 2018. Polychlorinated Diphenylsulfides Activate Aryl Hydrocarbon Receptor 969 
2 in Zebrafish Embryos: Potential Mechanism of Developmental Toxicity. Environ Sci Technol 52, 4402-4412. 970 

Zhu, H., Li, Y.B., Trush, M.A., 1995. Characterization of Benzo[a]Pyrene Quinone-Induced Toxicity to Primary Cultured Bone-Marrow 971 
Stromal Cells from Dba/2 Mice - Potential Role of Mitochondrial Dysfunction. Toxicol Appl Pharm 130, 108-120. 972 

Zhu, S.Q., Li, L., Thornton, C., Carvalho, P., Avery, B.A., Willett, K.L., 2008. Simultaneous determination of benzo[a]pyrene and eight of its 973 
metabolites in Fundulus heteroclitus bile using ultra-performance liquid chromatography with mass spectrometry. J Chromatogr B 863, 141-974 
149. 975 

 976 


	Forside Akseptert versjon Elsevier
	Song et al. 2018_Preprint



